logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1301 VF RS04680 WP 011261559.1

1182 VC RS05655 WP 001005366.1

1181 GTF75 RS08345 WP 001005366.1
1180 GTF71 RS08330 WP 001005366.1
1179 GTF74 RS08650 WP 001005366.1
1144 A1552VC RS04550 WP 001005366.1
164905 FORC18 RS09680 WP 005459593.1
1289 VP RS06025 WP 005459593.1

1393 DSB67 RS06270 WP 005428539.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1301 VF RS04680 WP 011261559.1

1182 VC RS05655 WP 001005366.1

1181 GTF75 RS08345 WP 001005366.1
1180 GTF71 RS08330 WP 001005366.1
1179 GTF74 RS08650 WP 001005366.1
1144 A1552VC RS04550 WP 001005366.1
164905 FORC18 RS09680 WP 005459593.1
1289 VP RS06025 WP 005459593.1

1393 DSB67 RS06270 WP 005428539.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1301 VF RS04680 WP 011261559.1

1182 VC RS05655 WP 001005366.1

1181 GTF75 RS08345 WP 001005366.1
1180 GTF71 RS08330 WP 001005366.1
1179 GTF74 RS08650 WP 001005366.1
1144 A1552VC RS04550 WP 001005366.1
164905 FORC18 RS09680 WP 005459593.1
1289 VP RS06025 WP 005459593.1

1393 DSB67 RS06270 WP 005428539.1

consensus

o ERIATARS F ek R sl Bl

MTGTGDVNLKIKEIEMSHLE HEFF VKKLGR KRSMFGG GLF [#DAM BJLV

................. MNEQQFFDYVTKFGAYQKRSMFGGIGLFQHDAMYVLVSEDRIFVRGGEELDPELLALGCEKYR
................. MNEQQFFDYVTKFGAYQKRSMFGGIGLFQHDAMYVLVSEDRIFVRGGEELDPELLALGCEKYR
................. MNEQQFFDYVTKFGAYQKRSMFGGIGLFQHDAMYVLVSEDRIFVRGGEELDPELLALGCEKYR
................. MNEQQFFDYVTKFGAYQKRSMFGGIGLFQHDAMYVLVSEDRIFVRGGEELDPELLALGCEKYR
................. MNEQQFFDYVTKFGAYQKRSMFGGIGLFQHDAMYVLVSEDRIFVRGGEELDPELLALGCEKYR

D P D1 Do D Dok |1 Dotk Dotk Do | Dok

HVKKQTTATVNYYDITELYEQHHPELDSIIERSIQFSVNQREFQRSAASRRLRDLPNMQLTLERMVKKAGIDDVETFMSL
HVKKQTTATVNYYDITELYEQHHPELDSIIERSIQFSVNQREFQRSAASRRLRDLPNMQLTLERMVKKAGIDDVETFMSL

HVKKQTTATVNYYDITELYEQHHPELDSITIERSIQFSVNQREFQRSAASRRLRDLPNMQLTLERMVKKAGIDDVETFMSL
HVKKQTTATVNYYDITELYEQHHPELDSIIERSIQFSVNQREFQRSAASRRLRDLPNMQLTLERMVKKAGIDDVETFMSL
HVKKQTTATVNYYDITELYEQHHPELDSIIERSIQFSVNQREFQRSAASRRLRDLPNMQLTLERMVKKAGIDDVETFMSL
HVKKQTTATVNYYD T L ERJe3NEI Dy SIpleS I4 RIY Q S AS RLRDLPNMQLTLERMVKKAGIDDVETFR3L
HVKKQTTATVNYYD T L ERIQNEl DIy SIpleS 14 RIY Q S AS RLRDLPNMQLTLERMVKKAGIDDVETF|®IL

HVKKQTTATVNYYD TEL RJeaAel DiX ST [@S I8 Rl Q S ASRRLRDLPNMQLTLERMVKKAGIDDV TF|RaL
[ | e 1% | sk skosk sk kok ok |k sk sk ko k ok k| koksk | skkkk |k | T T T T T T T T T O T O T T O | [ | % %

AL B

CEFMRRAT DAL

209
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR 195
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR] 195
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR| 195
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR] 195
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR) 195
GIAYEVFNKVRIYAYGRIDVDVKLLWKFAGAI G HWKL QEPRK QLLESHC [ 195
GIRYEVENKVRJAYGRDVDVKLLWKFAGAI G HWKL QEPRK QLLESHC 195
GIQYEVENKVRWMAYGSDVDVKLLWKFAGAI GIHWKL QEPRK QLLEWIC 195

R N N e N o W N N N I R o e oy R ey R

X non conserved
B similar
> 50% conserved

160
143
143
143
143
143
145
145
145



