logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
164102 AT984 RS14790 WP 082680045.1
1110 NGFG RS09235 WP 003689817.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
164102 AT984 RS14790 WP 082680045.1
1110 NGFG RS09235 WP 003689817.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
164102 AT984 RS14790 WP 082680045.1
1110 NGFG RS09235 WP 003689817.1

consensus

sxL2 | CDRBRLCAXALLD=GY LeDesLQRALERHEREVGCRLABVLYD=Giv=sEBRIABX | EBEREC | PLVRLLRVE Y BPSEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerRREXARR LRALPFALBEexsYRVARYRP LS ESYELYEDS L CEMYEPYQA L RESY WAYAKHYPELGLEY Y Ps X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

SeRCBLSEKLCERLYySHGK | TBRRLEALSRQERTCBALCRTLYsBRRY "EBRLYBXLAEQeCTr £FLer " eCGaMPsEEX X
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

80

[eNoRoNoNoNoNoNel

158

[eNoNoNoNoNoNoNe)

237
237

[eNeoNoNoNoRoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
164102 AT984 RS14790 WP 082680045.1
1110 NGFG RS09235 WP 003689817.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
164102 AT984 RS14790 WP 082680045.1
1110 NGFG RS09235 WP 003689817.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
164102 AT984 RS14790 WP 082680045.1
1110 NGFG RS09235 WP 003689817.1

consensus

v LRRDALRY EAVPYSESR=eVEaVY E SDPREBERYRRL v NMRPXEBEY L ARPERWVEEBL e BEEREYPQBRMRLCEXLVQEGLLSR
LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

Lra, s V Vas(ie A4 e .

BKLQEAL%XﬁﬁéEYQEgNL?E%ngég?X§§E§g§Eé%§§§§§§K§ %EgéLiéééﬁké EELTEEiiﬁEE%ﬁéF£EE§§

EALKEABEVQKGLPRAKPIEGE QS[EKIRRIZE AJWNE A TQLGYEY DIPEE

DQLREABQVQAREGHVKPIEGE V QS[EK EMIHARSIBAAQLEYEFINNP IQ

.............. MLEN|EV A ATREGANMTQV ELSIFHAQELEEQLSHIFG IZETINSR

.............. FSEEIXSEEQ VESE T SSGFF.SSELAEHLSSIFG SQPEERSQ

.............. ML FS EQVEAS[E I SSGFFQSHELEEHLSSVFG SCTSIENQ

...... ALATEEYRLQGEGQ KNK TIHEA

...... SALHTSPEFMGFFRR EEVH

...... SAFTTPPEFBGFIRR M DNFS

..................... AIDESMR Q A EKKTSE NAMSBAACTINGS AEIWNHTINSI TAL SERYLINEES A

.............. VE AEHYYNESQA.HKE PMIBF SD[&]V KSIWNAL RVESYSILDLRH
* * ok * % *kok ok * Kk ok kkkk kk % okk  kkokk kKK

D ool BB LRV osRm [ al) T M DoiBEAT  LVEON el ent oo
DPPDPGAPL P
NPPDPKVAL

MUYBRNEBCQQ
MEYASECQQ
S
T

‘@ YllsBcqQT
INVETEPVN
" TSQEPKD

MBJVQRMPRD
MPRHRMLMG
¥k kK * k% * * % o x * okskk sk ok ok ok ok ok ok ok ok * k% kokkok ok ok ok ok

317
317

[eNoRoNoNoNoNoNel

477
472
141
141
141
149
149
149
134
140



) T R )
B QEE%ELKEI :*EDE'\J)%E%E?; 3 AAJ\S< W \‘r/ R QE&RX

NTDB id 1028 TT RS08215 WP 011173991.1 AELSE ......... 542
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKE. ........ 539
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKI. . 217
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLK|I . 217
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLK)I . RISGASDIHFEPYERNIYRVRIN 217
NTDB id 1251 GC085 RS07725 WP 011946523.1 KESQG.SEYVDSGDLEISA RO GASDIHFEPYERRJYR R 226
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESS.F. .DFN. APQG P V INK RNIGASD HFEPYER®]YRVR 221
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETH.F. .. .NFD.. IJORYDE P V INK RNBSJASD HFEPYERSIYRVR 221
NTDB id 164102 AT984 RS14790 WP 082680045.1 ASE.ABDQLAGG... 208
NTDB id 1110 NGFG RS09235 WP 003689817.1 STS.LEQELGEG REJGASDIHFERRYEERIAR R 207
consensus * * otk ok | kok INEE RN * ok ok |
Nk DY SeDIAERR () Rosut s s DERVTL T R Rl

4 LYNNI:/\EQgéﬁ T ||_ = rQF.L'%}g éli l L \ZN \L\/F( XU QK%‘ s E
NTDB id 1028 TT RS08215 WP 011173991.1 meyuN] DIRR  STLPT ' GEKJ\V RLLISY SpES% 620
NTDB id 1306 DR RS10060 WP 027479822.1 MESILDIAERR [erpgy] DR STLPT ' GEKE\V RLL{aIY SN 617
NTDB id 1168 A1552VC RS11070 WP 000957200. IS LDIAERR PQDGRIKL MOMSA TDNIRVSTLPTL GEKIVLRLLDSS AN 296
NTDB id 1293 VP RS12240 WP 005479695.1 I'S LDIAERR PQDGRIKLK BN A TDNIRVSTLPTLFGEKIVLRLLDSSSAHE 296
NTDB id 1401 DSB67 RS12665 WP 010643259.1 I'S LDIAERR PQDGRIKLK MMV A TDNIRVSTLPTLFGEKIVLRLLDSSSAJN 296
NTDB id 1251 GC085 RS07725 WP 011946523.1 MSHLDI ERR PQDG[EgK K B AIDFRVSTEPTEJAGEK V R G 305
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MS[| DI E R PQDGRIKLK B AIDFRV)] LPTLFGEK VLR LDIZSSANIL{E 300
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MS[| DI E R PQDGRIKLK B WIDFRVIY LPTLFGEKIVLR LDy SANILE 300
NTDB id 164102 AT984 RS14790 WP 082680045. S LDIAERR PQDGR KLKigMNE&J\ AIDFR STLPTLFGEKIV R LD G 286
NTDB id 1110 NGFG RS09235 WP 003689817.1 MS LDI E R PQDGR [NL{§yWK[H¢ i@ DFRVSTLPTLFGEK V R N 287
consensus EIEET *ok ok Dkokorokorok Dk Dk Dok DD Dookokokok ok ok ook Lok | Dok DD Do Do Do Dokosoeok *
o e ket R 9 ol T H

g ,'%EFE = .kE EKYVIE SF'SF 5 S
NTDB id 1028 TT RS08215 WP 011173991.1 700
NTDB id 1306 DR RS10060 WP 027479822.1 697
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TGPTGSGKTVSLYTGLJTILNTE]Y NISTAEDPVEINLGINQV 376
NTDB id 1293 VP RS12240 WP 005479695.1 TGPTGSGKTVSLYTGLNILNISP NISTAEDPVEINLEGINQV V PK GI3 376
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TGPTGSGKTVSLYTGLEJILNIYP NISTAEDPVEIFLPGINQV V PK Gig 376
NTDB id 1251 GC085 RS07725 WP 011946523.1 TGPTGSGKTV LYT LNILNTHW NISTAEDPVEIJ{ PGINQV NPKRGLTF 385
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TGPTGSGKTVSLYTGLNILNTIMSEINISTAEDPVEINLIBGINQV VNPK GLTFA 380
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TGPTGSGKTVSLYTGLNILNT|MWANISTAEDPVEINLIAG NQV 380
NTDB id 164102 AT984 RS14790 WP 082680045.1 TGPTGSGKTVSLYTELNILNMNP[Y NISTEDPREINLPGINQV 366
NTDB id 1110 NGFG RS09235 WP 003689817.1 TGPTGSGKTVSLYT[GLNILNT|®] NI TAEDPIMEINLPGINQV 367

consensus rrrrrrnd sokokok Dok Dok D Do Dotk | Dokoskostokokokok | ook |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

164102 AT984 RS14790 WP 082680045.

1110 NGFG RS09235 WP 003689817.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

164102 AT984 RS14790 WP 082680045.

1110 NGFG RS09235 WP 003689817.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

164102 AT984 RS14790 WP 082680045.

1110 NGFG RS09235 WP 003689817.1

consensus

eIV LET e AT STl s o

JMALR FLRQODPDIIMVGEIRDNETA|STANRAAIMTGHLYV TLHTNNAA B\ RLIBMGVEIZFNI

IPALRSFLRQDPD
IDALRSFLRQDPD

MVGEIRDL TAETIAIKA QTGHLVLSTLHTNSAAET MRLEINMGVE
MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET MRLEINMGVE

FNIA SVMIL TAQRLARRL
FNIA SVML TAQRLARRL

............. INRRRE SRS * | H Pl skokokokokokokokokok 1D Dk Dk

ot o ARV ot gt e

B L

JEAFLE‘?PE%

(O EN[GIGAIZA YPRD.ALLRAGFIEE IBD . GSW @
CSSCKQEV RPSASAMKENeIS
| *

kkkkkk 1 x| Il skskokox

Mx%g T EY@R\A/IE

E ﬁE F@B

R.RK YIMAL[N[eamN LEEVLARTI. 889
LGES INMQG T LEEVINAVTEW] 887
K. il GITS|WAE 562
I. INQGITSIIE 561
I. INQG I T SIPIE 561
Q. I\ GIT EEV 574
E. NIQG TSL EV 570
E. 570
Q. RA[CAMBRRNAYT, A AN 555
Y. NIQGITSLEE VRS TN 558

* ok Dk Dk ok Dklkkk D kkkkk *

non conserved
similar
>507% conserved

(>4 e

780
T
456
456
456
465
460
460
446
447

857
854
530
529
529
542
538
538
523
526



