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NTDB id 425 SGO RS10525 WP 012131081.1 MK.NSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQ.KTATTVTTSYKNSNSTTEAVDKVKDAVVSVIT 78
NTDB id 256 KZH43 RS10270 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSN.NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 215 SPD RS10945 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSN.NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 181 SPR RS10425 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSN.NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 145 SP RS11450 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSN.NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 539 SM12261 RS09395 WP 000681587.1 MK.HLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTES.TSN.NNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 164083 AU077 RS10005 WP 307777631.1 ...MPKFNYKNWLKPLGVILVGFIAGVAGTILVLNMAGISITNVGGSSTKTTTSSVSYSNSNDTTKAVEKVQDAVVSVIN 77
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSF...SNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVIN 77
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NTDB id 425 SGO RS10525 WP 012131081.1 YSESNSD.......AIFDNN......NSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEI 145
NTDB id 256 KZH43 RS10270 WP 000681597.1 YSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 215 SPD RS10945 WP 000681597.1 YSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 181 SPR RS10425 WP 000681597.1 YSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 145 SP RS11450 WP 000681597.1 YSANRQN.......SVFGND......DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 539 SM12261 RS09395 WP 000681587.1 YSANRQN.......SVFGND......DTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 164083 AU077 RS10005 WP 307777631.1 YKSDSSSSTSDLYNQFFGNDSDSSSDSSSTDDLTVYSEGSGVIYKKDGDSAYVVTNNHVIDGAEQIEIMLADGTKVVGEL 157
NTDB id 381 SMU RS09890 WP 002262650.1 YQKTD........NSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKL 149
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NTDB id 425 SGO RS10525 WP 012131081.1 VGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQ 225
NTDB id 256 KZH43 RS10270 WP 000681597.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 215 SPD RS10945 WP 000681597.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 181 SPR RS10425 WP 000681597.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 145 SP RS11450 WP 000681597.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 539 SM12261 RS09395 WP 000681587.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 164083 AU077 RS10005 WP 307777631.1 VGADTYSDIAVVKISSDNVSTVAEFADSDKLTVGETAIAIGSPLGTEYANSVTQGIVSSLSRTVTMTNDDGKTISTNAIQ 237
NTDB id 381 SMU RS09890 WP 002262650.1 VGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQ 229
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logo TDATAINPGNSGGAPLVINI EKQGQVIG INTSSKI SANSTSTNNSSNSGSGEVTAFSVEGMLGFAIPSANDVAVI SNI INEQLEEKNGEQKVVITRPALGI SQMAVNLSDESN
NTDB id 425 SGO RS10525 WP 012131081.1 TDAAINPGNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSS 303
NTDB id 256 KZH43 RS10270 WP 000681597.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 215 SPD RS10945 WP 000681597.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 181 SPR RS10425 WP 000681597.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 145 SP RS11450 WP 000681597.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 539 SM12261 RS09395 WP 000681587.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 164083 AU077 RS10005 WP 307777631.1 TDAAINPGNSGGALINIEGQVIGINSSKISST..SSSGEFVEGMGFAIPSNDVVSIINQLEENGQVIRPALGISMVNLSD 315
NTDB id 381 SMU RS09890 WP 002262650.1 TDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSE 309
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NTDB id 425 SGO RS10525 WP 012131081.1 LSSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTT 383
NTDB id 256 KZH43 RS10270 WP 000681597.1 VSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 215 SPD RS10945 WP 000681597.1 VSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 181 SPR RS10425 WP 000681597.1 VSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 145 SP RS11450 WP 000681597.1 VSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 539 SM12261 RS09395 WP 000681587.1 INTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 164083 AU077 RS10005 WP 307777631.1 LSTNAIAQLNIPTSVTSGVVVAAVQSGMPAEGNLEQYDVITAIDDKEVTSTSDLQSILYTHSVGDSVKVTFYRGTDKKTA 395
NTDB id 381 SMU RS09890 WP 002262650.1 ASTSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTV 389
consensus ********!**!**!**!**!***!**!!!*!*!**!!!!!**!*****!**!*!!*!!*!******!*!*!!*****!*

logo

E
T
S IQKLDTNKTSTSDQGDLNSEHSESN

NTDB id 425 SGO RS10525 WP 012131081.1 TIKLTKSTDDLSSE. 397
NTDB id 256 KZH43 RS10270 WP 000681597.1 SIKLNKSSGDLES.. 393
NTDB id 215 SPD RS10945 WP 000681597.1 SIKLNKSSGDLES.. 393
NTDB id 181 SPR RS10425 WP 000681597.1 SIKLNKSSGDLES.. 393
NTDB id 145 SP RS11450 WP 000681597.1 SIKLNKSSGDLES.. 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 SIKLDKSSGDLES.. 393
NTDB id 164083 AU077 RS10005 WP 307777631.1 TIKLTKTTQDLSSSN 410
NTDB id 381 SMU RS09890 WP 002262650.1 EIQLTKTSQDLNH.. 402
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