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NTDB id 164073 AU077 RS09205 WP 014293770.1 MNFEKIETAYELILENIQLIENELKTHIYDALIEQNSFYLGAEGASEEVAANNEKLRQLALTKEEWRRAFQFIFIKAGQT 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!*!*!*!*!**!**!*!!*!!!!!!!!**!!!!!!!******!!*!!!!!*!*!!!!!!*!!!!!!!!*!*
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NTDB id 164073 AU077 RS09205 WP 014293770.1 EQLQANHQFTPDAIGFILLFLIENLTDSDKIDLLEIGSGTGNLAQTLLNNSSKELNYLGIEVDDLLIDLSASIAEVLDSD 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
consensus *!!!*!!!!!!!*!!!!*!*!*!*!!*****!**!!!!!!!!!!*!**!!!!!***!*!!!!!!!!!!!!!!!!*!!!!*
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NTDB id 164073 AU077 RS09205 WP 014293770.1 AQFIQEDAVRPQILKESDVIISDLPVGFYPNDDIAKRYKVANSDEHTYAHHLLMEQSLKYLKKDGIAVFLAPVSLLTSKQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus **!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*!*!*!!!!!*!!!!*!
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NTDB id 164073 AU077 RS09205 WP 014293770.1 SDLLKQWLKDYADIIAVITLPESIFGNAANAKSIFVLKKQAAYTPETFVYPLSDLQSREALTDFIRKFQKWKIDNINF 318
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !*!!!*!!*****!*!!!*!!!*!!****!*!!!!!!!!!*****!*!!!!!*!!!**!*!**!***!*!!!*!!**
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