logo

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 164066 AUO77 RS08135 WP 014293978.1
NTDB id 361 SMU RS01310 WP 002262737.1
consensus

logo

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 164066 AUO77 RS08135 WP 014293978.1
NTDB id 361 SMU RS01310 WP 002262737.1
consensus

logo

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 164066 AUO77 RS08135 WP 014293978.1
NTDB id 361 SMU RS01310 WP 002262737.1
consensus

logo

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 164066 AUO77 RS08135 WP 014293978.1
NTDB id 361 SMU RS01310 WP 002262737.1
consensus

logo

NTDB id 478 HSISS4 RS06985 WP 021143811.1
NTDB id 327 STU RS16115 WP 011226304.1

NTDB id 295 STER RS06915 WP 011226304.1
NTDB id 164066 AUO77 RS08135 WP 014293978.1
NTDB id 361 SMU RS01310 WP 002262737.1
consensus

R L S-S RO e

TE | SEARLEFARORLL R0

MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRG[DL
MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL
MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL

AV FEINTXSE A IRDVSHDLISIGERLA VGESGSGKSVITK TIRNGIHEINN [ GNID @ GKJHL

m@%ﬁm%ﬁ%m@@%&%%mwwmmw

TKLKSHQDWABITRGAKIATIFQDPMTSLDPIKTIGSQI EVIVKHQGK AKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY
TKﬁKSHQDWAAIRGAKIATIFQDPMTSL PIKTIGSQI EVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY]
TKIJKSHQDWARNIRGAKIATIFQDPMTSL PIKTIGSQI EVIVKHQGKTAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQY]
TIRLKI] - Wil RGJIIANIFQDPMTSLDPIWAIGENQIMEZRT WH [§] INEAMKREA - AMVMESJVGIP AER: JN @ YPREIQ

X Lk k | N N NN e e O e e e N A e e N N N N N R

R R TN B s e

SGGMRQRIVIATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIE

SGGMRQRIVIATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIE

SGGMRQRIVIAIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIE

SGGMRQRE\WVIATALAESWPD LIKMDEPTTALDVTIQAQI L Ko [(MEBRIGS]S FITHDLGVVA[§ AD VAVMYAGIAIIE

SGGMRQREIWVIATALAgWP L JADEPTTALDVTIQAQI 5L K)X [(NQ\NNNS IFITHDLGVVA[§ AD VAVMYAGIYI E
[ EES

[y AR

[ I A B B A A I B B e B e B (I e T I B I B B B A I B B B B B e I I | Pk Do Pk DD D Dk |

Tl R

OB e 2 o

TWLLHEDAPKV KPAVIQNLHEKI ANMGFAHLGDEEEGNAJEKIH
TWLLHEDAPKV KPAVIQNLHEKIMANMGFAHLGDEEEGN AJEKEH
TWLLHEDAPKV KPAVIQNLHEKIMANMGFAHLGDEEEGN AJEKEH
......... 348

LQEEKEND. . ... .. 350

PEE Do DU Dok Dok Dsookosior Dookororon |k

160
160
160
156
156

240
240
240
236
236

320
320
320
316
316



(>4 S

non conserved
similar
>50% conserved



