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LEMPGGAVYDIRSVLVTVDNHNKEDDKEDKGSYNFVAVKSLVS
NTDB id 164057 AU077 RS07270 WP 014294114.1 MAILKRFKEILKKLGRILYRFKWWILGVVGIAFLLFSLLYPLDYYIEMPGGVYDIRSVLTVDNKEDDEDGSYNFVAVKVS 80
NTDB id 360 SMU RS02495 WP 002262039.1 ..............MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLS 66
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QATLPAIQLVLVYAWLTPFYTE I STSTAAKDETVTGGVYSDNADYLMRINEQFYYMETSQNGTAI

TYKQALSTLAGHKEKASTFLDNYMQGVYVLNQVSDRNSTFKG
NTDB id 164057 AU077 RS07270 WP 014294114.1 QATLAQLVYAWLTPYTEISTAADVTGGYSNADYLRINEYYMETSQNTATYQALTLAGKEATLDYQGVYVLNVSDNSTFKG 160
NTDB id 360 SMU RS02495 WP 002262039.1 KATPIQVLYAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKG 146
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NTDB id 164057 AU077 RS07270 WP 014294114.1 ILNIADTVTGVNGQTFNSSAELMAYVADLDLGSEVTVQYTSDGEAKEATGKIIELSNGKNGIGIGLVDHTSVSSDVDVDF 240
NTDB id 360 SMU RS02495 WP 002262039.1 VLNIADTVTGVNDKTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEF 226
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VGGPSAGLMFTLDIYDQLNVGKEDLRKGR I
KIAGTGTI EGESDGSVGDIGGAADLMKVAVAAADKRAIGNADI FFVPNNPVDSEKAETLKK

NTDB id 164057 AU077 RS07270 WP 014294114.1 HTSGVGGPSAGLMFTLDIYDQLNGEDLRKGRKIAGTGTIESDGSVGDIGGAALKVVAAAKAGADIFFVPNNPVDEETLKK 320
NTDB id 360 SMU RS02495 WP 002262039.1 STNGIGGPSAGLMFTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKK 306
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NTDB id 164057 AU077 RS07270 WP 014294114.1 DPDAKTNYEEAVEAAKDLDTDMKIVPVTTVQEAIDYLRNND 361
NTDB id 360 SMU RS02495 WP 002262039.1 NPKALTNYQEAKQAAKKLGTKMKIVPVKNVQEAIDYLRKH. 346
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