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NTDB id 613 LCA RS05340 WP 231952379.1 MMW..QDYWQRYRRFWWVPCLVLLGIIAGG.FYWHQSQQKQKVTQNEQLLA....TS..AS.......KTKPATKKTHQA 64
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNR..LFVSVI.AVLMVIFCFFLWMTCGAGN.SMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGS 76
NTDB id 164055 AU077 RS06715 WP 039670586.1 MIEEIKEKLLENK..TLVAMLGTILVMLIGFFAWSNVTKTT.VDA.QNDLPALSTTFSASS.......SASDLKTERSSS 69
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPHTP.VKE.TNLQAEVVAISKDSS.......TEKDVKKEEKEE 67
NTDB id 493 SM12261 RS04300 WP 000387351.1 .MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VKE.TNLQAEVVAVSKDSV.......SEKEVKKEEKEE 67
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VKE.TNLQAEVAAVSKDSS.......TEKEVKKEEKEE 67
NTDB id 263 KZH43 RS04195 WP 000387330.1 .MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VKE.TNLQAEVAAVSKDLV.......SEKEVNKEEKEE 67
NTDB id 222 SPD RS04535 WP 000387330.1 .MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VKE.TNLQAEVAAVSKDLV.......SEKEVNKEEKEE 67
NTDB id 188 SPR RS04295 WP 000387330.1 .MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VKE.TNLQAEVAAVSKDLV.......SEKEVNKEEKEE 67
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VAPKNRTVKDGEVNESVASTAVDPVSALQDEHTQLQAITNQGAPQ
NTDB id 613 LCA RS05340 WP 231952379.1 ATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQ 144
NTDB id 300 STER RS07485 WP 011681496.1 EKVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG... 152
NTDB id 164055 AU077 RS06715 WP 039670586.1 QTETQKVFVDIKGAVKNEGVYELSNG.RRVTDVVKLAGGFTEDADKKSVNLAEKVTDESMIYVARVGENVAPAT.TN... 144
NTDB id 521 SMSK321 RS04960 WP 000443804.1 PVEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.TG... 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ.AG... 142
NTDB id 153 SP RS04730 WP 000387344.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG... 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG... 142
NTDB id 222 SPD RS04535 WP 000387330.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG... 142
NTDB id 188 SPR RS04295 WP 000387330.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG... 142
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LGPAGKKRAEQQDVI IADYHRDEESAHQNGGKFQSKQS IVEDDELAQKNKVGSGIGDEPAGKT
NTDB id 613 LCA RS05340 WP 231952379.1 QIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKT 224
NTDB id 300 STER RS07485 WP 011681496.1 ............TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKT 220
NTDB id 164055 AU077 RS06715 WP 039670586.1 ..............SQVNGSAQQEESSDKINLNTATLAELQTISGIGAKRAQDIIDYRDANGGFSSVDDLANVSGIGEKT 210
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..............SG...APSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKT 205
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..............PG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKT 205
NTDB id 153 SP RS04730 WP 000387344.1 ..............SG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..............LG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 222 SPD RS04535 WP 000387330.1 ..............LG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 188 SPR RS04295 WP 000387330.1 ..............LG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
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NTDB id 613 LCA RS05340 WP 231952379.1 FEQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 LDKIRESLYVA 231
NTDB id 164055 AU077 RS06715 WP 039670586.1 LEKLKSEVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 IEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 IEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 IEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 IEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 IEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 IEKLKDYVTVD 216
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