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NTDB id 164051 AU077 RS05935 WP 039670637.1 MAKKSKLSKQTKSLMSL.VILLVGIGAGWVTISDSNDPLNQVVSLITGDSSSEITSNQSSSDSATPTQSLAETVLTDSVK 79
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKK.....TRQTLIGLLVLLLLSTGSYYIKQMP............SAPNSPKTNLSQKKQASEAPSQALAESVLTDAVK 63
NTDB id 221 SPD RS09380 WP 001036779.1 MNKK.....TRQTLIGLLVLLLLSTGSYYIKQMP............SAPNSPKTNLSQKKQASEAPSQALAESVLTDAVK 63
NTDB id 187 SPR RS08930 WP 001036779.1 MNKK.....TRQTLIGLLVLLLLSTGSYYIKQMP............SAPNSPKTNLSQKKQASEAPSQALAESVLTDAVK 63
NTDB id 152 SP RS09870 WP 001036779.1 MNKK.....TRQTLIGLLVLLLLSTGSYYIKQMP............SAPNSPKTNLSQKKQASEAPSQALAESVLTDAVK 63
consensus !*!! ****!**!*!*!!***!******** ****!******!****!**!*!*!!!*!!!!*!!
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NTDB id 164051 AU077 RS05935 WP 039670637.1 EQLGENIEWNGAGAYIINDNQTSLNAKVSSQPYANNKTKTVQGQTVPTVANALLSKSTRQYKSREETGNGSTSWTPAGWH 159
NTDB id 262 KZH43 RS08770 WP 001036779.1 SQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWH 143
NTDB id 221 SPD RS09380 WP 001036779.1 SQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWH 143
NTDB id 187 SPR RS08930 WP 001036779.1 SQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWH 143
NTDB id 152 SP RS09870 WP 001036779.1 SQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWH 143
consensus *!*****!!!!*!!*!*!*!*!*!*!!!!!*!!!*!!!!!!***!!!!!!!!!!!!*!!!!!*!*!!!!!!!!!!!*!!!

logo QVQKDNLSKGTSYSTHAVDRGHLLGYALVIGGLKDGFDASTSNPDKNVIATVQTAWANEQANQSAESYSTGQNYYESLKVRKALDQKNKRVRYRVT
NTDB id 164051 AU077 RS05935 WP 039670637.1 QVQDLSGTYSHAVDRGHLLGYALVGGLKGFDASTSNPDNVATQTAWANEANSESSTGQNYYESLVRKALDQKKRVRYRVT 239
NTDB id 262 KZH43 RS08770 WP 001036779.1 QVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVT 223
NTDB id 221 SPD RS09380 WP 001036779.1 QVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVT 223
NTDB id 187 SPR RS08930 WP 001036779.1 QVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVT 223
NTDB id 152 SP RS09870 WP 001036779.1 QVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVT 223
consensus !!**!*!*!*!!!!!!!!!!!!!*!!!*!!!!!!!!!*!*!*!!!!!!*!**!*!!!!!!!!!*!!!!!!!*!!!!!!!!

logo L IYYDAGSDNENDLLVAPSGATSHQLI EAKSSDGSELEFNVFLVPNVQSKGLTQFLDYYRSTGQEVSTVNTQ
NTDB id 164051 AU077 RS05935 WP 039670637.1 LIYDGD.NLLASGTHLEAKSSDGSLEFNVFVPNVQSGLTFDYYSGQVSVN. 288
NTDB id 262 KZH43 RS08770 WP 001036779.1 LYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 LYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 LYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 LYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !*!*****!**!****!!!!!!!*!!!!!*!!!!!*!!**!!**!*!*!**
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