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NTDB id 163609 AUC31 RS09700 WP 058383400.1 AQLSEVVGASSETFGMLNNADLEFPEIENENGEKVQITHGNYIRFMESKDRRVREDAFKAVYATYGKFRNTFASTLSGNV 240
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NTDB id 163609 AUC31 RS09700 WP 058383400.1 KATGMMLEGLHALGEEYVGIVKSGIDNRWVDVKENKGKRSGAYSSGAYGTNPYILMNWQDNVDNLFTLAHEFGHSVHSHY 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTF 396
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NTDB id 480 HSISS4 RS02090 WP 002890133.1 TRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQIL 476
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NTDB id 163609 AUC31 RS09700 WP 058383400.1 TADRLTEVYYELNKKYFGEEMAVDEEIGLEWARIPHFYYNYYVFQYATGFSAATALSKKILEEGQPAVDRYINEFLKAGS 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAY.LTYLKAGS 555
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NTDB id 163609 AUC31 RS09700 WP 058383400.1 SDYPIEVLKKAGVDMTSSEPVEEACKVFGQKLEELEALLLKK.... 602
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