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CYLDGGAQETGEALDTDLFVIKENNQKRKLRDQLNLNSKEEWRRSFQYFLI LFMIKAATQTS
NTDB id 163427 ATM98 RS07975 WP 061564649.1 MNFEKIEKAYGYLLENTQTIQNDLQTNFYDALVEQNAIYLDGQTELTLVKENNQRLRDLNLNKEEWRRSFQYLLMKAAQT 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!**!!*!*!*****!*!**!!!!*!!!!*!!*********!!!!**!!*!!!*!!!!!!!!!****!!*!*

logo

E
Q
P
QLQASNHQFTPDGS IGFLI LIVLFYLVLDEQGLATSNSKDSQVLDVI LI EMIGSGTGNLAQETLIMVNNCSQSRKSLIDYI

L
MGLI E I

VDDLL IDLASASMIAEDVMLKDASDS
NTDB id 163427 ATM98 RS07975 WP 061564649.1 EPLQANHQFTPDGIGFLLVFLVDQLASSDQVDVLEMGSGTGNLAQTLMNNCQRSLDYLGLEIDDLLIDLAASMAEVMKAD 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!*!!!****!***!****!*!**!*!!!!!!!!*!**!!***!*!!*!*!*!!!!!!!*!!*!*!****

logo VNHFAVQGEDAVRPQVI LKESDI
V IVI SDLPVGYFYPDNDAKIASQRYQVASAPKQLGNHTYAHHLL IMEQSLKYLKPKGEGVLAI FLAPNVDLLTSEQ

NTDB id 163427 ATM98 RS07975 WP 061564649.1 VNFAQGDAVRPQVLKESDVIVSDLPVGYYPDDAIASRYQVASPQGNTYAHHLLIEQSLKYLKPGGVAIFLAPNDLLTSEQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus !*!*!*!!!!!!*!!!!!*!*!!!!!!*!!*!*!!*!!!!!***!*!!!!!!!*!!!!!!!!**!*!!!!!!*!!!!!!!

logo SPLLKQKWMLQDNHNAVQTVI LAMVVITSLPENALI FRKSQAKNSLNAIKTS I FVLRKKQESEQAQVSVLQEPSFVYPLTDLQDQPEDVLMRKRFRMEKSNFQKNKWNKKEEDSNEVI
F

NTDB id 163427 ATM98 RS07975 WP 061564649.1 SPLLKQWMQDHAQVLAMVTLPENLFRSANLAKTIFVLRKQEEAVVQPFVYPLTDLQDQEDLMKFRESFQNWNKESEI 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !!!!!*!*!*****!!***!!!**!******!*!!!!*!!*******!!!!!!!!!!*!*!**!***!**!******
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