logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

542 H702 RS02345 WP 039696227.1
163415 ATM98 RS06900 WP 048690420.1
420 DQL23 RS10740 WP 008808031.1
417 SGO RS10500 WP 008808031.1

627 AAM18091.1 1453..2205( )

250 KZH43 RS10245 WP 000866065.1
209 SPD RS10920 WP 000866065.1

175 SPR RS10400 WP 000866065.1

139 SP RS11425 WP 000866065.1

515 SMSK321 RS0102895 WP 000866074.1
487 SM12261 RS09370 WP 000866073.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

542 H702 RS02345 WP 039696227.1
163415 ATM98 RS06900 WP 048690420.1
420 DQL23 RS10740 WP 008808031.1
417 SGO RS10500 WP 008808031.1

HLILE

S ERgE s T RE OIS A

NMEF
NME

Sefsll

AMKVLILEDVI HQVRLERJLDEISKEMNIPISYKTR
AMKVLILEDVIEHQVRLERILDEISKESNIPISYKT

AMKVLILEDVIEHQVRLERILDEISKESNIPISYKTP
AMKVLILEDVIEHQVRLERILDEISKESNIPISYKT]
AMKVLILEDVIEHQVRLERILDEISKESNIPISYKTH
AMKVLILEDVIEHQVRLERILDEISKESNIPISYKTR
AMKVLILEDVIEHQVRLERILDEISKESNIPISYKTR
* ) DD Dok Dokok Dok Dok okokokokok | okokokok ok ok ok ok ok ok ok koK ok ok ok oK oK ok oK ok ok K ok K [

PR ST AR O AR e s DD

NP AIIJAFIT SEFAT TY YJQVSAL F Ki N
NPYAIIVF TS SEFATLT KYSVSALDF DKDINDRBIFKKR ISMeIWYT RRL EN@D VD F YH
FKKR |OeTWUYT RNRL EN@D VD F YJ§

DV Dok Dok Do Dork Dkokok D kok | )

NPYAIIVEF TS SEFATLT KY|QVSALDF DKDIND

627
250
209
175
139
515
487

AAM18091.1 1453..2205( )

KZH43 RS10245 WP 000866065.1

SPD RS10920 WP 000866065. 1

SPR RS10400 WP 000866065. 1

SP RS11425 WP 000866065.1
SMSK321 RS0102895 WP 000866074 .1
SM12261 RS09370 WP 000866073.1

NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE
NPYAIIVFITSRSEFATLTYKYQVSALDFVDKDINDE

FKKRIEQSIMYTKSMLLENJWDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI
FKKRIEQNIFYTKSMLLENEDVVDYFDYNYKGNDLKIPYHDI

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

542 H702 RS02345 WP 039696227.1
163415 ATM98 RS06900 WP 048690420.1
420 DQL23 RS10740 WP 008808031.1
417 SGO RS10500 WP 008808031.1

627 AAM18091.1 1453..2205( )

250 KZH43 RS10245 WP 000866065.1
209 SPD RS10920 WP 000866065.1

175 SPR RS10400 WP 000866065.1

139 SP RS11425 WP 000866065.1

515 SMSK321 RS0102895 WP 000866074.1
487 SM12261 RS09370 WP 000866073.1

consensus

N N N N e I o ey N ey | 1 skok ok |k sk ok sk sk ok ok ok ok ok sk ok kO S R SRR R R OR R OR R R o o ok ok ok ok ok ok ok ok ok ||

TSR ARGRY | s ATV o el |

LYIETTGVSHKLR

LYIETTGSI®KLR GKNFFKEFYGTIA IQE DKELGYF SPHKS LEINIEINIEIeAqD Kini [€HRMPISRL
LYIETTGE)@MKLR GKNFJKEFYGTpg IQE[NDKIReME SPHKS LENIENISIEND Kpyi [GHREJPISRL
LYIETTGVSHKLRIIGKNFAKEFYGTMEDIQEKDKNTQRFYSHHKSFLVN GNIREIDRKNLE VFYEDHRCPI RLK R
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR

LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR
LYIETTGVSHKLRIIGKNFAKEFYGTMTDIQEKDKHTQRFYSPHKSFLVNIGNIREIDRKNLEIVFYEDHRCPISRLKIR

Uk D skokskokskskskoskokokok Dskskokok | sk |1 skoskskskskskok |oskskskskskoskskskskskosk | skskosk |oskoskokoskosk skok | % % 3k 3k %k % %k %k k *kk | kok ok

159
158
158
158
158
158
158
158
158
158
158

236
237
238
238
238
238
238
238
238
238
238



<0

logo &@

E \'EKKS)SKEENKK
NTDB id 542 H702 RS02345 WP 039696227.1 243

NTDB id 163415 ATM98 RS06900 WP 048690420.1 R 250
NTDB id 420 DQL23 RS10740 WP 008808031.1 YIRGRRRK ANGIKISEENKK 255

NTDB id 417 SGO RS10500 WP 008808031.1 255
NTDB id 627 AAM18091.1 1453..2205( ) 250
NTDB id 250 KZH43 RS10245 WP 000866065.1 250
NTDB id 209 SPD RS10920 WP 000866065.1 250
NTDB id 175 SPR RS10400 WP 000866065.1 250
NTDB id 139 SP RS11425 WP 000866065.1 250
NTDB id 515 SMSK321 RS0102895 WP 000866074.1 250
NTDB id 487 SM12261 RS09370 WP 000866073.1 250

consensus

X non conserved
B similar
i >50% conserved



