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NTDB id 163398 ATM98 RS02705 WP 048691279.1 NHYVIGQDRAKRALAVAVYNHYKRINFHENREEDNDVDLQKSNILMVGPTGSGKTFLAQTLAKSLNVPFAIADATALTEA 151
NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQ.DDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEA 150
consensus * !!!!!!!!!****!*!!!!!!!* * ! * *!*!**!*!!!!!**!!!!!!!!*!!!!!!!*!*!!*!!*!!!*!!!!

logo GYVGEDVENI LTLRKL ILQAADFGYDNI
V
Q
ERAQEKRGIVI FY I

VDE IDKIARKMKGSENRVS ITRDVSGEGVQQALLKI I EGSTLVVANS IVPPRQGGRKHP
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NTDB id 163398 ATM98 RS02705 WP 048691279.1 GYVGEDVENILLKLLQAADFNIERAERGIIYVDEIDKIAKKSENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHP 231
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NTDB id 1475 Cj0275 YP 002343717.1 VI.TKEVVKDNAKALLIKRKIS 417
NTDB id 163398 ATM98 RS02705 WP 048691279.1 VRITKEAVNGTEKPILETA... 410
NTDB id 379 SMU RS04375 WP 002262816.1 VRITKKAVEGTDKPILETAS.. 410
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