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NTDB id 363 SMU RS05195 WP 002262215.1 QKGGFGLGLSLAKQIWD LKG QEVEIXARMIANK . . . ........... 435
NTDB id 163396 ATM98 RS01495 WP 061563822.1 [leleiuleiNeR:I N N aRaTE\F N{eN SR AR I el RN AN T KEDEFSEIS SSKSMKNK 457

NTDB id 259 KZH43 RS03480 WP 000491790.1 QKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 QKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK s 444
NTDB id 184 SPR RS03565 WP 000491790.1 QKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK A 444
NTDB id 148 SP RS03910 WP 000491790.1 QKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
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