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NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEAE.... 76
NTDB id 163396 ATM98 RS01495 WP 061563822.1 MLNKIKKTVNADDFSYFIRYFGLFTLIFSTMTLIIIQVMRSSLYTTVDENLKMLSKDRYSIISLANRTGNGMGRDEPDDD 80
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKD..... 75
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKD..... 75
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKD..... 75
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKD..... 75
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NTDB id 363 SMU RS05195 WP 002262215.1 ..N.GDASFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVNN. 152
NTDB id 163396 ATM98 RS01495 WP 061563822.1 RPEDDEPGPEDGPRPSVTSNSTAILLNDNFENVTTDNGFLDLKTVTFSRSYLNKIKQIQITNHYKQKESYRAYLVDIDPY 160
NTDB id 259 KZH43 RS03480 WP 000491790.1 LENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 218 SPD RS03780 WP 000491790.1 LENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 184 SPR RS03565 WP 000491790.1 LENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 148 SP RS03910 WP 000491790.1 LENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
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LLENSYMENQRKQKQASFVENASHELRTPLAVL
NTDB id 363 SMU RS05195 WP 002262215.1 DFYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVL 232
NTDB id 163396 ATM98 RS01495 WP 061563822.1 DYIDGVKYAVIMTNISQLEQTSEKHESQIALVMICFWGISLFASIFLAKMSVKPLLESMNRQKAFVENASHELRTPLAVL 240
NTDB id 259 KZH43 RS03480 WP 000491790.1 SVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVL 235
NTDB id 218 SPD RS03780 WP 000491790.1 SVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVL 235
NTDB id 184 SPR RS03565 WP 000491790.1 SVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVL 235
NTDB id 148 SP RS03910 WP 000491790.1 SVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVL 235
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NTDB id 363 SMU RS05195 WP 002262215.1 QNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLH 312
NTDB id 163396 ATM98 RS01495 WP 061563822.1 QNRLETLFRKPEATIMESSENIASSLDEVRNMRLLTTNLLNLARRDDGIKPEFCEIPPSFFDQTFANYEIIAEENDKIFE 320
NTDB id 259 KZH43 RS03480 WP 000491790.1 QNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFR 315
NTDB id 218 SPD RS03780 WP 000491790.1 QNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFR 315
NTDB id 184 SPR RS03565 WP 000491790.1 QNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFR 315
NTDB id 148 SP RS03910 WP 000491790.1 QNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFR 315
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NTDB id 363 SMU RS05195 WP 002262215.1 IINKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTR 392
NTDB id 163396 ATM98 RS01495 WP 061563822.1 YENHVERSLVSDKVLLKQLMTILYDNALKYTEEEGKIRFVAQFKDRYLYLRVEDNGSGIADEDKKRIFDRFYRVDKARTR 400
NTDB id 259 KZH43 RS03480 WP 000491790.1 FENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTR 395
NTDB id 218 SPD RS03780 WP 000491790.1 FENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTR 395
NTDB id 184 SPR RS03565 WP 000491790.1 FENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTR 395
NTDB id 148 SP RS03910 WP 000491790.1 FENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTR 395
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NTDB id 363 SMU RS05195 WP 002262215.1 QKGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK.............. 435
NTDB id 163396 ATM98 RS01495 WP 061563822.1 QKGGFGLGLSLAKQIVEAFNGTITVRDNKPKGAIFEVKLATKSDSKKKSSSKSMKNK 457
NTDB id 259 KZH43 RS03480 WP 000491790.1 QKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK........ 444
NTDB id 218 SPD RS03780 WP 000491790.1 QKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK........ 444
NTDB id 184 SPR RS03565 WP 000491790.1 QKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK........ 444
NTDB id 148 SP RS03910 WP 000491790.1 QKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK........ 444
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