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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILFICSI..LLALFRK......YYLMIPILIVFAVFFLLINSLSIR 70
NTDB id 163390 ATM98 RS00950 WP 061563755.1 MLQWIRSLNIHPFHLTLPVLALYYWMYTGHWLASIF....LLAFFILFRRRYDGKRFLRLLGFLSLFALCFAFRIEQGKQ 76
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVL.IICG...IFGFWFLFQNWQQSQ 76
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVL.VICG...IFGFWFVFQNWQQSQ 76
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL.IICG...IFGFWFVFQNWQQSQ 76
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL.IICG...IFGFWFVFQNWQQSQ 76
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL.IICG...IFGFWFVFQNWQQSQ 76
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL.IICG...IFGFWFVFQNWQQSQ 76
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NTDB id 596 KW2 RS08720 WP 021037686.1 DNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFD 150
NTDB id 163390 ATM98 RS00950 WP 061563755.1 ES.SDHRVPRVIQLLPDTIKVNGDALSCRAKSGSRTFQVFYQLQSEEEQAYFKHLDHGLELRIKGELEPPTKQRNFMGFD 155
NTDB id 494 SM12261 RS04305 WP 000942409.1 ASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFD 156
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFD 156
NTDB id 189 SPR RS04300 WP 000942407.1 ASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFN 156
NTDB id 223 SPD RS04540 WP 000942407.1 ASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFN 156
NTDB id 154 SP RS04735 WP 000942394.1 ASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFN 156
NTDB id 264 KZH43 RS04200 WP 000942407.1 ASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFN 156
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NTDB id 596 KW2 RS08720 WP 021037686.1 DQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLG 226
NTDB id 163390 ATM98 RS00950 WP 061563755.1 YQAYLKTQGIYHLLKISHILEKRPAEPRDFIGLLSSWRRKALVWVHQHFPQPMSHYMTGLLFGFLDVEFEEMSQLYSNLG 235
NTDB id 494 SM12261 RS04305 WP 000942409.1 YQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLG 236
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLG 236
NTDB id 189 SPR RS04300 WP 000942407.1 YQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLG 236
NTDB id 223 SPD RS04540 WP 000942407.1 YQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLG 236
NTDB id 154 SP RS04735 WP 000942394.1 YQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLG 236
NTDB id 264 KZH43 RS04200 WP 000942407.1 YQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLG 236
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NTDB id 596 KW2 RS08720 WP 021037686.1 IIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNIR...LTSLDNIGVTTLV 303
NTDB id 163390 ATM98 RS00950 WP 061563755.1 IIHLFALSGMQVAFFLDAFRRFFLRLGLEQEKVAYLLYPFSLLYAGMTGFSVSVVRSLLQKLLAQAGIKGMENMGVTLLL 315
NTDB id 494 SM12261 RS04305 WP 000942409.1 IIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 189 SPR RS04300 WP 000942407.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 223 SPD RS04540 WP 000942407.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 154 SP RS04735 WP 000942394.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
NTDB id 264 KZH43 RS04200 WP 000942407.1 IIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLV 316
consensus !!!!!!!!!!!!*!!* *!****!!*!!**!*******!!!**!!**!!*!*!!*!*!*!!***********!***!*!*



logo LMVFLI LIVLSMPAKNSFLFFLTTAGGLQVLTSLCFAYAFVI ILSTLML
T
N
S
H
T
K
E
P
FE
S
N
E
K
L
G
N
EGI

L
Q
KKAVI

L
T
A
K
T
R
SESALVLITSLCGVI LPFLI L ISFDFYFGHAI

E
Y
FQPLWSLIPLLTI

F IVFGSLFLFDFLLMTV
NTDB id 596 KW2 RS08720 WP 021037686.1 LMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFM 383
NTDB id 163390 ATM98 RS00950 WP 061563755.1 LVLLLPASLLTAGGLLSCAYAFILTLTSTE.EEKEGIQKVIKESLVLTLGVLPFLIFFFGEYQPWSLPLTFIFSLLFDLL 394
NTDB id 494 SM12261 RS04305 WP 000942409.1 LFIVMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLV 393
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LFIIMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLV 393
NTDB id 189 SPR RS04300 WP 000942407.1 LFIVMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLT 393
NTDB id 223 SPD RS04540 WP 000942407.1 LFIVMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLT 393
NTDB id 154 SP RS04735 WP 000942394.1 LFIVMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLV 393
NTDB id 264 KZH43 RS04200 WP 000942407.1 LFIVMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLT 393
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NTDB id 596 KW2 RS08720 WP 021037686.1 LLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIF 463
NTDB id 163390 ATM98 RS00950 WP 061563755.1 LLPGLSVVFLLSFLYPLTFWNPFFVWMEKSMEYIASFTSQSLVFGQPSIYYFILLLCLLACLYEMRKVKKWRYLFLLLIC 474
NTDB id 494 SM12261 RS04305 WP 000942409.1 FLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLIT 473
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLIT 473
NTDB id 189 SPR RS04300 WP 000942407.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLIT 473
NTDB id 223 SPD RS04540 WP 000942407.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLIT 473
NTDB id 154 SP RS04735 WP 000942394.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLIT 473
NTDB id 264 KZH43 RS04200 WP 000942407.1 FLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLIT 473
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NTDB id 596 KW2 RS08720 WP 021037686.1 LFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHIDQ 541
NTDB id 163390 ATM98 RS00950 WP 061563755.1 SVFAIVKHPLENEITIIDIGQGDSILLRDWR.GKTILIDTGGKVDFGK.KEEWKKRRSTSNAEWTLIPYLKSRGIDQIDH 552
NTDB id 494 SM12261 RS04305 WP 000942409.1 GLFFLTKHPLENEITMLDVGQGESIFLRDVT.GKIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQ 552
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GLFFLTKYPLENEITMLDVGQGESIFLRDVA.GKTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQ 552
NTDB id 189 SPR RS04300 WP 000942407.1 GLFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQ 552
NTDB id 223 SPD RS04540 WP 000942407.1 GLFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQ 552
NTDB id 154 SP RS04735 WP 000942394.1 GLFFLTKYPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQ 552
NTDB id 264 KZH43 RS04200 WP 000942407.1 GLFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQ 552
consensus **! **!*!****!!**!*!!!*!!*!*!** ***!!!!*!!**** *****!*** **!!!***!!!!!*!*!***!!*

logo

M
L I LTHNTDATKDEYHMVGDFLELSSVELVMATADKKAI

V
F
K
S
H
I
V
K
R
GE INWL IVSPKDGESLTKKNQDSKQSEFVERAKLELKQKRAALTKNQLITPKI

V
K
H
R
T
V
S
I
L
S
V
M
A
E
K
T
I
E
A
VGDEKQNI

V
L
S
P I FDGGSFSQALQEVLYSNPGVREYKTIMKGKDGDSGYNHENDD

NTDB id 596 KW2 RS08720 WP 021037686.1 LILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNND 621
NTDB id 163390 ATM98 RS00950 WP 061563755.1 MILTHTDTDHMGDLEVLAAKVSIKEINISKGSLKKDSFVRLLKRLNLPVKTLEAGDQLSIFDGSAEVLYPVEIGDGSNND 632
NTDB id 494 SM12261 RS04305 WP 000942409.1 LILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYED 632
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDD 632
NTDB id 189 SPR RS04300 WP 000942407.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
NTDB id 223 SPD RS04540 WP 000942407.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
NTDB id 154 SP RS04735 WP 000942394.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
NTDB id 264 KZH43 RS04200 WP 000942407.1 LILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDD 632
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NTDB id 596 KW2 RS08720 WP 021037686.1 SIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQET 701
NTDB id 163390 ATM98 RS00950 WP 061563755.1 SIVLYGRFYGLSFLFTGDLEEEGEKILLARYPQLRVDVLKAGHHGSKGSSHPAFLEKIQAKIALISAGEKNRYQHPHQET 712
NTDB id 494 SM12261 RS04305 WP 000942409.1 SLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQET 712
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQET 712
NTDB id 189 SPR RS04300 WP 000942407.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQET 712
NTDB id 223 SPD RS04540 WP 000942407.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQET 712
NTDB id 154 SP RS04735 WP 000942394.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQET 712
NTDB id 264 KZH43 RS04200 WP 000942407.1 TLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQET 712
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logo LETTRFLAEEKTGLYIQNMVSSKTVFLYRTDQHKQGAIKRLFRTKEGVWLDNQQSWQKVIKETSVGR
NTDB id 596 KW2 RS08720 WP 021037686.1 LETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 163390 ATM98 RS00950 WP 061563755.1 LERFEELQMSVFRTDQQGAIRFRGWN.QWKIETVR 746
NTDB id 494 SM12261 RS04305 WP 000942409.1 LTRLETINSKVYRTDQHGAIRFKGWN.SWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LTRLEGINSKVYRTDQQGAIRFKGWN.SWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 LTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 LTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 LTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 LTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
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