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NTDB id 613 LCA RS05340 WP 231952379.1 ..MMWQDYWQRYRRFWWVPCLVLLGIIAGGFY.WHQSQQKQ.KVTQNE......QLLATSASK.......TKPATKKTHQ 63
NTDB id 105 BSU 25590 NP 390437.1 ..MNWL...NQHK...KAIILAASAAVFTAIMIFLATGKNKEPVKQAVPTET..................ENTVVKQEAN 54
NTDB id 595 KW2 RS08725 WP 021037687.1 .MEKILDKLKEYW...KIMLLVVCALIAGGIFYIFTNSPK..PAETLS.....VENLSSSSTK.......SSVSKFNSSS 62
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNR...LFVSVIAVLMVIFCFFLWMTCGAG..NSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEG 75
NTDB id 163389 ATM98 RS00945 WP 061563754.1 .METWIEKLKEYK...LFLGLAAVGLVMGGVFLFWPKQPP..QAPETV.ISQ.LEMVDQEASPKEDTSLPSSSQQRSEEK 72
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEYK...IIVICTGLGLLVGGFFLLKPAPHT..PVKETN.LQAEVVAISKDSST.......EKDVKKEEKE 66
NTDB id 493 SM12261 RS04300 WP 000387351.1 .MEAIIEKIKEYK...IIVICTGLGLLVGGFFLLKPAPQT..PVKETN.LQAEVVAVSKDSVS.......EKEVKKEEKE 66
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEYK...IIVICTGLGLLVGGFFLLKPAPQT..PVKETN.LQAEVAAVSKDSST.......EKEVKKEEKE 66
NTDB id 263 KZH43 RS04195 WP 000387330.1 .MEAIIEKIKEYK...IIVICTGLGLLVGGFFLLKPAPQT..PVKETN.LQAEVAAVSKDLVS.......EKEVNKEEKE 66
NTDB id 222 SPD RS04535 WP 000387330.1 .MEAIIEKIKEYK...IIVICTGLGLLVGGFFLLKPAPQT..PVKETN.LQAEVAAVSKDLVS.......EKEVNKEEKE 66
NTDB id 188 SPR RS04295 WP 000387330.1 .MEAIIEKIKEYK...IIVICTGLGLLVGGFFLLKPAPQT..PVKETN.LQAEVAAVSKDLVS.......EKEVNKEEKE 66
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NTDB id 613 LCA RS05340 WP 231952379.1 AATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAP 143
NTDB id 105 BSU 25590 NP 390437.1 NDESNETIVIDIKGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGG.. 131
NTDB id 595 KW2 RS08725 WP 021037687.1 SEKNKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS.. 139
NTDB id 300 STER RS07485 WP 011681496.1 SEKVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG.. 152
NTDB id 163389 ATM98 RS00945 WP 061563754.1 TDSSQEKIMVDVKGAVRQAGVYELPVG.SRVYDAVQKAGGMTDEANSQSVNLAQKLEDESIVYVAKNGEEVAPVA..... 146
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EPVEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH..... 140
NTDB id 493 SM12261 RS04300 WP 000387351.1 EPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ..... 140
NTDB id 153 SP RS04730 WP 000387344.1 EPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ..... 140
NTDB id 263 KZH43 RS04195 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ..... 140
NTDB id 222 SPD RS04535 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ..... 140
NTDB id 188 SPR RS04295 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ..... 140
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NTDB id 613 LCA RS05340 WP 231952379.1 QQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPK 223
NTDB id 105 BSU 25590 NP 390437.1 .............GS.....VQSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEK 193
NTDB id 595 KW2 RS08725 WP 021037687.1 .............PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDK 206
NTDB id 300 STER RS07485 WP 011681496.1 .............TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDK 219
NTDB id 163389 ATM98 RS00945 WP 061563754.1 .............SASAGTTGGEKQLKDGKVNLNTATEAELQTISGIGQKRAQDIIAYREEKGKFQSIDELKNVSGIGQK 213
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .............TG...SGAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAK 204
NTDB id 493 SM12261 RS04300 WP 000387351.1 .............AG...PGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAK 204
NTDB id 153 SP RS04730 WP 000387344.1 .............TG...SGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGK 204
NTDB id 263 KZH43 RS04195 WP 000387330.1 .............TG...LGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGK 204
NTDB id 222 SPD RS04535 WP 000387330.1 .............TG...LGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGK 204
NTDB id 188 SPR RS04295 WP 000387330.1 .............TG...LGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGK 204
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NTDB id 613 LCA RS05340 WP 231952379.1 TFEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 SFEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 TLEKLKDEISID 218
NTDB id 300 STER RS07485 WP 011681496.1 TLDKIRESLYVA 231
NTDB id 163389 ATM98 RS00945 WP 061563754.1 TLEKLKEHVTVD 225
NTDB id 521 SMSK321 RS04960 WP 000443804.1 TIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 TIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 TIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 TIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 TIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 TIEKLKDYVTVD 216
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