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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 163362 AT746 RS01140 WP 062475260.1 MASRGINKVILVGNLGQDPEVRYTANGKAVANLSLATSESWKDQS.GQIQEKTEWHRVVLFGKLAEIAGEYLRKGSQIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPA............ 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPA............ 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGS.....GWNQAPAQTNYNQGGYSDNYAQNNNF 149
NTDB id 163362 AT746 RS01140 WP 062475260.1 EGKLQTRKWQDQQGQDKYTTEIVLDPFNGVMQMLGGGAGGGAGTGAPRGNAPANNFNQAPQQQPAQQQ...PQYQQYPN. 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAKQH............ 148
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 .PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 .SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKP....AAQAEPPMDNFDDDIPF 180
NTDB id 163362 AT746 RS01140 WP 062475260.1 QGGGQGQPKPQQQP.QNQPGSMPEPDFDFDDDIPF 189
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ......QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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