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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 163218 AT705 RS13915 WP 058797025.1 .MARGVNKVILVGNLGQDPEVRYMPNGNGVANISIATTDSWKDKNTGQMQERTEWHRVVLFGKLAEVAGEYLRKGSQVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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YGQQRQPAQQGPQAG
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEG......YGQSQ..........EAYQRPAQQ. 135
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEG......YGQSQ..........EAYQRPAQQ. 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSS..GGD.FGGNQGSG..WNQAPAQTNYNQG...........G 138
NTDB id 163218 AT705 RS13915 WP 058797025.1 EGRLQTRKWTDQGGQERYTTEIVVD.MGGQMQMLGGRGEQSGGQ.YQGGQQGGQNYGQSNYGNNANQGGQSQYGQQQQGG 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQGGMNVPAQ..............QGSWGQPQQPA 145
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 .....SR....................QPASDAPSHPQEAP.........A.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .....SR....................QPAPDAPSHPQEAP.........A.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YS........DNYAQNNNFNGGNATRPQ........................PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 163218 AT705 RS13915 WP 058797025.1 FAPQQSQQPQHNQQQSGGFGGGQSMGQQPQHNAPAQGGFAPQQGNAGGSASSNASGSASNPMEPPIDFDDDIPF 231
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ........KQH................Q.....PMQ.............QSAPQQYSQPQYNEPPMDFDDDIPF 177
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