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NTDB id 1362 HI 1008 AAC22669.1 ..MKTLFTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQ 78
NTDB id 163206 AT705 RS06165 WP 049865026.1 MNIKTLLATLALSAALPI...MAQPEQAPATT..........QQ.V..ADAVVNVNHASAEEL.TRLPGIGMKKAQAIVR 63
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAA..........QV.EEGIVITVNINTASAEELATLLKGIGLKKAQAIVD 69
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPAA..........QV.EEGIVITVNINTASAEELATLLKGIGLKKAQAIVD 69
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TLVAERKNLNKRADGAKRVI ITLFL
NTDB id 1362 HI 1008 AAC22669.1 YREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF 112
NTDB id 163206 AT705 RS06165 WP 049865026.1 SREEAGDFQDMDALLRVNGIGVNILAKLKGKVTF 97
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 YREANGPFTHIDDLTNVKGIGEATVRNNAARILL 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 YREANGPFTHIDDLTNVKGIGEATVRNNAARILL 103
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