
logo

MLLKSRHRM
S
L
S
H
R
E
Q
S
TGFSMI EVLVALLVL I S IGVLGMI

VAMQGKRTIQYTAQDESVEQRNAKAAMLAGSDNLLME I
SMRADSPDKALVLYDNLVKRADQLMAR

NTDB id 162861 SCVFeb RS23925 WP 003116261.1 ........MSRETGFSMIEVLVALVLISIGVLGMVAMQGRTIQYTQESVQRNAAAMLASDLMEIMRADPDAVLNLRAQLR 72
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
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LE IQRLVAWRAG
NTDB id 162861 SCVFeb RS23925 WP 003116261.1 EDSVYYKAKGSDFPAAPARCAPLPADAKERLGCWAQQASKDLPGASALLNSQFYICRSPTPGTCDNTKGSAIEIQVAWRA 152
NTDB id 1195 PAKAF RS24020 WP 016253895.1 TQSDFFKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDG.KGSMLEIRLAWRG 159
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NTDB id 162861 SCVFeb RS23925 WP 003116261.1 MDGACFNASDS....TLCTYSVRSEL 174
NTDB id 1195 PAKAF RS24020 WP 016253895.1 KQGACVNAADSSADTSLCYYTLRVEP 185
consensus !!! !! !!*****!! !**! !*
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