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NTDB id 421 SGO RS10260 WP 012131060.1 SYPFIAHILKDGKLLHYYVVTGQDKHTIHIADPDPQVKMTKISRERFEQEWTGITIFLAPSPAYKPSQEKKNGL.LDFIP 159
NTDB id 511 SMSK321 RS10730 WP 000668322.1 TFPFVAHVLKEGKLLHYYVVTGQDKGSIHIADPDPGVKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGL.LSFIP 159
NTDB id 483 SM12261 RS00275 WP 000668315.1 TFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGL.LSFIP 159
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NTDB id 421 SGO RS10260 WP 012131060.1 LLIKQKGLITNIVLATLLVTLINIVGSYYLQSIIDTYVPD....HMKTTLGMISIGLIIVYILQQFLSYAQEYLLLVLGQ 235
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPD....QMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQ 235
NTDB id 483 SM12261 RS00275 WP 000668315.1 ILVKQRGLIANIVLATLLVTLINIVGSYYLQSIIDTYVPD....QMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQ 235
NTDB id 162835 AT726 RS13490 WP 335338311.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 YLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQ 94
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NTDB id 421 SGO RS10260 WP 012131060.1 RLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRIIDALAST.ILSIFLDVSIVSIIAIVL.FSQNSSLFFLTLL 313
NTDB id 511 SMSK321 RS10730 WP 000668322.1 RLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALAST.ILSIFLDVSTVVIISLVL.FSQNTNLFFMTLL 313
NTDB id 483 SM12261 RS00275 WP 000668315.1 RLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALAST.ILSIFLDVSTVVIISLVL.FSQNTNLFFITLL 313
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NTDB id 421 SGO RS10260 WP 012131060.1 ...GIPVYALIIFLFMKPFEKMNHETMEANSLLSSSIIEDINGIETIKSLTSEKQRYQKIDKE.FVTYLKKSFAYGRSES 389
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ...ALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKE.FVDYLKKSFTYSRAES 389
NTDB id 483 SM12261 RS00275 WP 000668315.1 ...ALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKE.FVDYLKKSFTYSRAES 389
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NTDB id 421 SGO RS10260 WP 012131060.1 LQKVLKAAARLILNVLILWLGATLVMDQKISLGQLITYNTLLVYFTNPLENIINLQTKLQSARVANERLNEVYLVKSEFE 469
NTDB id 511 SMSK321 RS10730 WP 000668322.1 QQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVTSEFE 469
NTDB id 483 SM12261 RS00275 WP 000668315.1 QQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFE 469
NTDB id 162835 AT726 RS13490 WP 335338311.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 LMQ....FIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIED 329
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NTDB id 421 SGO RS10260 WP 012131060.1 EKKLIKDLSHFQADIDFRGVSYKYGYGANVLSEIDLHIPAGSKTSFVGVSGSGKTTLAKMMVHFYAPNQGDICLGGVNLN 549
NTDB id 511 SMSK321 RS10730 WP 000668322.1 EKKTVEDLSLMKGEMTFKQVYYKYGYGRDVLSDINLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLN 549
NTDB id 483 SM12261 RS00275 WP 000668315.1 EKKTVEDLSLMKGDMTFKQVSYKYGYGRDVLLDINLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLN 549
NTDB id 162835 AT726 RS13490 WP 335338311.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 ENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIH 409
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NTDB id 421 SGO RS10260 WP 012131060.1 QLDKQALRQYINYLPQQPYVFNGTILENLLLGAREGTTQEDILRAVELAEIRSDIERMPLNYQTELSADGAGISGGQRQR 629
NTDB id 511 SMSK321 RS10730 WP 000668322.1 QIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQR 629
NTDB id 483 SM12261 RS00275 WP 000668315.1 QIDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQR 629
NTDB id 162835 AT726 RS13490 WP 335338311.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 DMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHIT.DEQVIAAAKAVGVHHFIKTLPKGYDTVL.DDSVTLSVGQKQL 487
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NTDB id 421 SGO RS10260 WP 012131060.1 IALARALLTDAPVLILDEATSSLDILTEKRIIDNLM..VLDKTIIFIAHRLTIAERSEQVVVLDQGRIVESGSHKELIER 707
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IALARALLTDAPILILDEATSSLDILTEKRIVDNLM..ALDKTLIFIAHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQ 707
NTDB id 483 SM12261 RS00275 WP 000668315.1 IALARALLTDAPVLILDEATSSLDILTEKRIVDNLM..ALDKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQ 707
NTDB id 162835 AT726 RS13490 WP 335338311.1 ............MLILNEATFSIDTRMERQIQKTFDHIMQGCTTFIVLHRLSTI.......................... 42
NTDB id 370 SMU RS04260 WP 002263294.1 LTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAE 567
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