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NTDB id 162630 WK22 RS14170 WP 006406613.1 ..MASVNKVILVGNLGADPEVRYLPSGDAVANIRLATTDRYKDKASGEFKEMTEWHRVAFFGRLAEIVSEYLKKGSSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAE....SVQFLEPKNGGGSGSGG.....YNEGNSGGGQYF.......GGGQND..NP 135
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPY......EEGYGQSQE...........AYQRPAQQ 135
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPY......DEGYGQSQE...........AYQRPAQQ 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQ.......................GSGWNQAPAQ 131
NTDB id 162630 WK22 RS14170 WP 006406613.1 EGRIRTRKWQGQDGQDRYSTEIVAD....QMQMLGGRGGSGGGGGGGDEGGYGGGYGGGGGGGRGEQMERGGGGGRASGA 154
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NTDB id 113 BSU 40900 NP 391970.1 ....FGGNQNNQ....RRNQGN....SFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 SR.........QPASDAPSH.PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SR.........QPAPDAPSH.PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 TNYNQGGYSDNYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 162630 WK22 RS14170 WP 006406613.1 ................ARGGGGGGQSRPSA....PAGGGFDEMDDDIPF 183
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ................AKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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