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NTDB id 162539 AQ477 RS03675 WP 045599697.1 MFSFFKRFKKAPDAAPAEPQQAPDAAGESAAPEAAPEAARVDAPAAPVSRGEYSEAPAAERPRSDAPAPVRATPPVPPAA 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVE..SEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKE........ 70
consensus !!!!!*! !! * *!* !*! * !! ***! !* * * * ** !* ! * ! !* *!* ********
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NTDB id 162539 AQ477 RS03675 WP 045599697.1 ATPELPAGQPSAAEAARAPSVVMTVTPAANGRNGVVETVEIVPPPAPEPAAKKSWIARLKSGLAKTSS....SITNVFVN 156
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVAEMPSEAGEAAERV..ESAKEAVAETVGEAVG.....QVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGG 143
consensus *!*! * !!! ***! ! * !***** * ***!* * *! ! !!!! !!!!* ****!* !!
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NTDB id 162539 AQ477 RS03675 WP 045599697.1 TKIDDALYEELETALLMSDAGVDATEHLLGALREKVRTGRLTDPQQVKDALRGLLVELLTPLEKSLVLGR.AQPLVMMIA 235
NTDB id 1118 NGFG RS11455 WP 003696286.1 GQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLA 223
consensus ! * !!!!!!! !* ! !**!!!*!* *! *! ! !** ** !!* ! *!* !!!!*!!!* * ! !*!*!
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NTDB id 162539 AQ477 RS03675 WP 045599697.1 GVNGAGKTTSIGKLAKHLQSFDQSVLLAAGDTFRAAAREQLAIWGERNNVTVVQQESGDPAAVIFDAVSAARARNIDVMM 315
NTDB id 1118 NGFG RS11455 WP 003696286.1 GINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVL 303
consensus !*!!!!!!!!!!!!!!* ! !!!!!!!!!!!!!!!!!! !! !!!!!!* ! *!!*!!!*!!!! !!*!! !!***
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NTDB id 162539 AQ477 RS03675 WP 045599697.1 ADTAGRLPTQLHLMEELRKVKRVIGKAHDGAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAI 395
NTDB id 1118 NGFG RS11455 WP 003696286.1 ADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAAL 383
consensus !!!!!!!!!!!!!!!!**!!!!!* !!**!!!!!***!*!!! !!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*
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NTDB id 162539 AQ477 RS03675 WP 045599697.1 ARQRPIPVYFIGVGEKVEDLQPFSAEEFADALLG 429
NTDB id 1118 NGFG RS11455 WP 003696286.1 ASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus ! !!*!! *!!!!! **!! !! ! ! !!!!
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