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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 162332 WI31 RS19365 WP 059650541.1 ..MASVNKVILVGNLGADPEVRYLPSGDAVANIRLATTDRYKDKASGEFKEMTEWHRVAFFGRLAEIVSEYLKKGSSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAE....SVQFLEPKNGGGSGS.....GGYNEGNSGGGQ.....YFGGGQNDNPFGGN 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPY..EEGYGQ........SQEAYQRPAQQSR..QPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPY..DEGYGQ........SQEAYQRPAQQSR..QPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGS.GWNQAP......AQTNYNQGGYSDNYAQNN 147
NTDB id 162332 WI31 RS19365 WP 059650541.1 EGRIRTRKWQGQDGQDRYSTEIVAD....QMQMLGGRGGSGGGGGGGDEGGYGGGYGGGGGGRGEQMERGGGGGRAGGTA 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQG...GMNVP...........AQQGSW.GQPQQPA 145
consensus *!****!*** * !**** ***** ***!*** **** !* ** ** * *

logo

K
N
P
Q
R
S

N
D
F
G
N
Q
A

G
N
P
G
H
Q
S
Q
R
G
H

G
N
R
P
A
G
M
N
Q

A
T
E
Q

G
R
A
Q

N
S
P
Q
R
S
A
F
A
P
A
N
Q
S
P

A
D
Q
R

D
K
Y
R
S
P
Q

A
F
Q
P
P
A
V
N
Q
P
D
Y
A
E
N
A
G

E
G
K
P
A

G
P
F
I
M
P
V

M
E
D
E
I
N
D
M
S
F
IDDDLIPF

NTDB id 113 BSU 40900 NP 391970.1 QNN.QRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 N.FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 162332 WI31 RS19365 WP 059650541.1 R.GGSGGGAQSRPSA....PAGGGFDEMDDDIPF 183
NTDB id 1166 A1552VC RS00795 WP 000168289.1 K.Q.HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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