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NTDB id 162162 ATY38 RS08445 WP 062558914.1 MLHSLA..LFLVLGLSACG...LLPDRTDDQEDWSANKFYSEAKEKLNDGSYPAAIKLYETLESRYPYGRIAQQAQLEVA 75
NTDB id 1102 NMB RS03635 WP 002244053.1 .MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTA 79
NTDB id 1106 NGFG RS01495 WP 003687645.1 .MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTA 79
consensus *********!*!*!!!!**************!!!**!*!*!!***!!***!**!*!!!!*!!!!*!**!*!*!*!!**!

logo YAHYYKNDDEPKADSKAI
LAAAI EDRF IRKRLHPNQHAPNVMDYAYLYI

L
K
RGLAVNLFNEGDW

Q
G
S
M
FLGNFKLLKGPFAKSQDMWSEDRDPKASNYRESAFYEQI

AFKAELVTQ
NTDB id 162162 ATY38 RS08445 WP 062558914.1 YAHYKNDEPASAIAAADRFIKLHPNHANVDYAYYIKGLANFNEGWGMLGFLLKGPFKQDMSERDPKASYESFEIFKELVT 155
NTDB id 1102 NMB RS03635 WP 002244053.1 YAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKL....ASQDWSDRDPKANREAYQAFAELVQ 155
NTDB id 1106 NGFG RS01495 WP 003687645.1 YAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKL....ASQDWSDRDPKANREAYQAFAELVQ 155
consensus !!*!!*!!***!*!!**!!**!!!*!*!*!!!*!**!!**!!!****!**! **!!*!*!!!!!**!****!*!!!*
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NTDB id 162162 ATY38 RS08445 WP 062558914.1 RFPESKYAADSRQRMAYLLNLLAMGEIHTARYYMKRKAYIAAANRAQNAVKEYPPTPATEEALYIMIKAYEALEMYDLRD 235
NTDB id 1102 NMB RS03635 WP 002244053.1 RFPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAA 235
NTDB id 1106 NGFG RS01495 WP 003687645.1 RFPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAA 235
consensus !!!*!!!!!!***!!**!***!***!***!!!!!!!*!!!!!!!!!******!**!***!!*!*!***!!**!*** !**
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TNFPDKS IPFLAKTEHQALPPWEQRPSVGDADKMAPWWERFYWKHN

NTDB id 162162 ATY38 RS08445 WP 062558914.1 DAERVMRINFPDSIFLAELPEVGAKAWWEFWKN 268
NTDB id 1102 NMB RS03635 WP 002244053.1 DTRRVLETNFPKSPFLKQPWRSDDMPWWRYWH. 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 DTRRVLETNFPKSPFLTHAWQPDDMPWWRYWH. 267
consensus !**!!***!!!*!*!! * ****!!**!*
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