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NTDB id 162150 ATY38 RS02800 WP 062557949.1 ................................MQKWFLLMALVFLFTGTA.............FAAVNINTASQAELE.S 34
NTDB id 1242 Cj0011c YP 002343483.1 ................................MK...KLLFLFFALTAFL.............FGAVNINTATLKELK.S 31
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