
logo MIGEQR IKQRLYRKLEQKGI
YSLSTELAEKAGVAKSYI

LSS I ERNLQKTNPS IQFLEKI
V
A
SAVLDQI

V
P
SVDHTLLDHDEEKHETAEKYDEGNHQLDSEWETKQ

NTDB id 161277 ATN06 RS06705 WP 060630023.1 MIGERIKRLRLQKGISLTELAEKAGVAKSYISSIERNLQKNPSIQFLEKIAAVLQIPVDTLLHDE..TAKENHLDSEWTQ 78
NTDB id 81 BSU 24610 NP 390341.1 MIGQRIKQYRKEKGYSLSELAEKAGVAKSYLSSIERNLQTNPSIQFLEKVSAVLDVSVHTLLDEKHETEYDGQLDSEWEK 80
consensus !!! !!! ! !! !!*!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!* !!! **!*!!!** **! * *!!!!!

logo LVKRDAMS
TSGVSKEKQFREFLDEFYQTKWKRKQDSQKEE

NTDB id 161277 ATN06 RS06705 WP 060630023.1 LVKDAMSSGVSKEQFREFLEFTKWKQDQK.. 107
NTDB id 81 BSU 24610 NP 390341.1 LVRDAMTSGVSKKQFREFLDYQKWRKSQKEE 111
consensus !!*!!!*!!!!! !!!!!!** !!* !!**

X non conserved

X similar

X ≥ 50% conserved


