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Y] KSVjy ffT AVNRR K|Q GER ADFVNVVFWG LAE
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F> ReRKIRisS:

.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQDL .............................................
BNGQMNYVREVLVTGFQLLESRAQRAMRENN A G QD L | PP
ENGQMNYVTEVLVTGFQLLESRAQRAMRENN AG QD L | AP
BNGQMNYVTEVLVTGFQLLESRAQRAMRENN AG QD L | DU
BNGQMNYVTEVLVTGFQLLESRAQRAMRENN AG QD L | AU
ENGQMNYVTEVLVTGFQLLESRAQRAMRENN AG QD L | PP
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