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NTDB id 583 DLJ51 RS09560 WP 002962590.1 MYNKVILIGRLTAAPEMVKTP.SNKSVTHITLAVNRRFKTQDGERQADFVNVVFWGKLAESLVSYAGKGSLVSLDGEIRTRHYEK 84
NTDB id 498 SM12261 RS01980 WP 000282464.1 MYNKVIMIGRLTSTPELHKTN.NDKSVARATIAVNRRYKDQNGEREADFVNMVLWGKLAESLASYATKGSLISVDGELRTRRFEK 84
NTDB id 526 SMSK321 RS08825 WP 000282440.1 MYNKVILIGRLTSTPELHKTN.NDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK 84
NTDB id 158 SP RS09595 WP 000282442.1 MYNKVILIGRLTSTPELHKTN.NDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK 84
NTDB id 268 KZH43 RS08520 WP 000282467.1 MYNKVIMIGRLTSTPELHKTN.NDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK 84
NTDB id 227 SPD RS09110 WP 000282467.1 MYNKVIMIGRLTSTPELHKTN.NDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK 84
NTDB id 193 SPR RS08685 WP 000282467.1 MYNKVIMIGRLTSTPELHKTN.NDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK 84
NTDB id 161084 NPD5 RS19200 WP 045896601.1 .MNKVVLIGRLTKDPELKFTPGNGTAVANFTLAVDRRFSK.DGQREADFIPIVVWGKQAESTANYMSKGKLMGVSGRIQTRSYEA 83
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTS.SGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYEN 84
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTP.NGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYEN 84
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTS.AGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSYEN 84
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 .DGQTHYVTEILAQSFQLLESRAQRALRENNGASDL.............................................TDLV 123
NTDB id 498 SM12261 RS01980 WP 000282464.1 .NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQDL.............................................ADLV 123
NTDB id 526 SMSK321 RS08825 WP 000282440.1 .NGQMNYVAEVLVTGFQLLESRAQRAMRENNAGQDL.............................................ADLV 123
NTDB id 158 SP RS09595 WP 000282442.1 .NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQDL.............................................ADLV 123
NTDB id 268 KZH43 RS08520 WP 000282467.1 .NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQDL.............................................ADLV 123
NTDB id 227 SPD RS09110 WP 000282467.1 .NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQDL.............................................ADLV 123
NTDB id 193 SPR RS08685 WP 000282467.1 .NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQDL.............................................ADLV 123
NTDB id 161084 NPD5 RS19200 WP 045896601.1 KDGTKRYITEVIAEEVKFLEWGDKATTDSS......YNNR..SESSY.............QSGQNFANGNSFDD.......DIIP 140
NTDB id 624 LCA RS00040 WP 011373726.1 QQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQADPFANNGQAID 162
NTDB id 113 BSU 40900 NP 391970.1 QQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFANDGKPID 164
NTDB id 112 BSU 36310 NP 391512.2 EEGVNVYVTEVLADTVRFMDPKPREKAAD........................................................ 113
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 LEEEELPF 131
NTDB id 498 SM12261 RS01980 WP 000282464.1 LEEEELPF 131
NTDB id 526 SMSK321 RS08825 WP 000282440.1 LEEEELPF 131
NTDB id 158 SP RS09595 WP 000282442.1 LEEEELPF 131
NTDB id 268 KZH43 RS08520 WP 000282467.1 LEEEELPF 131
NTDB id 227 SPD RS09110 WP 000282467.1 LEEEELPF 131
NTDB id 193 SPR RS08685 WP 000282467.1 LEEEELPF 131
NTDB id 161084 NPD5 RS19200 WP 045896601.1 VDDGDIPF 148
NTDB id 624 LCA RS00040 WP 011373726.1 ISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 ISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ........ 113
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