logo

NTDB
NTDB
NTDB
NTDB

id 160990 APQ13 RS06595 WP 002267002.1
id 479 HSISS4 RS06980 WP 021143812.1
id 296 STER RS06910 WP 011681415.1

id 328 STU RS16110 WP 002951426.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 160990 APQ13 RS06595 WP 002267002.1
id 479 HSISS4 RS06980 WP 021143812.1
id 296 STER RS06910 WP 011681415.1

id 328 STU RS16110 WP 002951426.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 160990 APQ13 RS06595 WP 002267002.1
id 479 HSISS4 RS06980 WP 021143812.1
id 296 STER RS06910 WP 011681415.1

id 328 STU RS16110 WP 002951426.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 160990 APQ13 RS06595 WP 002267002.1
id 479 HSISS4 RS06980 WP 021143812.1
id 296 STER RS06910 WP 011681415.1

id 328 STU RS16110 WP 002951426.1

consensus

SE B ot DR L ES-SERTT) R L Tsuce oo
TENRgK{VEVKHVELTF %A QVI LK SKh
MTENRKSRIARANG S RN KERA N Q VK DNVSFDIYEGEVFGLVGESGSGKTTIGRAI Kl Y1 DKERIDEHEE THSKL
. NEVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEI IFDGKK INGH

BEVAVHNANFFINKGETFSLVGESGSGKTTIGRATIIGLNDTSNGEI IFDGKKINGY]

.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGY

Dy

HEEDLRI L§E {éNEHlXKQEEERﬁAKlKEiiKEV {LEEH{TRY HEFS I

KG . KSLEFNFRESA[R)URRRINNZ SSIMN S5V K\YR DS (e sD V HESH ViGN K A BSSDEYGH ()
LSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGL|sINFHLYKDEE RKAKIKIIKEVGLLEEHLTRYPHEFSGGQR|

LSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEE RKAKIKEIIKEVGLLEEHLTRYPHEFSGGQR|
LSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEE RKAKIKEIIKEVGLLEEHLTRYPHEFSGGQR

AL A AR L LR R Ve

Q EMNGLTYLFIAHDLS V ISDRI V LBUGISIVE gy
QRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETE
QRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETE
QRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETE

308

Al YTKS{{SAV ) lERKKV RS ey

ELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
ELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309

X non conserved
B similar
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