
logo MSDNRSTHI
LEEKYQTWDLTSTI FAPNTDAQDTWEKTEEYEKSLTAVKQDLEKI

KASVAKRYAGHLLDSASKQNSLLEGAITELYLMASLMSRRLEKI
LYVYASMKND

NTDB id 160976 APQ13 RS04805 WP 002289483.1 MSDNRSHIEEKYQWDLTSIFPNDQTWEKEEKSLAKDLEIAVKRAGHLLDSSQSLLEITELYLALSRRLEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!!!!*!*!!!! !!!!*!!* ! !! ! ! !! ! !!!!!!! !! !!!!* ! !!!!!*!!!!!!!!!

logo QDTTVGSLYYQELYQAKASTANL IYASKQFLNSEQATFAFYFYEPEFMALLDSDTEKKLYAQDEFKLAEDQCEPDGLGLLPYDQHFYFEKRLFLAKNQKDKHVLSQEKAEEAELLAAEA
NTDB id 160976 APQ13 RS04805 WP 002289483.1 QDTTVSYYQELQAKATALIAKFNQTFAFYEPEFMLLSTEKYQDFLADCPDLLPYQHFFEKLFKQKKHVLSQKEEALLAEA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!! !!! !!!!* ! !!**!!!!! ! ! *! *! ! *! !*!!*! *! !!!!! ! !!! !

logo

G
S
D
E I FGNAGAPGTDETFENI

VLDNADI ILFPWVKSDEGQTGDEEVVELSTHGNF I STLMESKDNRDKI
VRKQEGAYEKAMYGRI

TYEQFYQHTYAKQTLQGTNVVKVHN
NTDB id 160976 APQ13 RS04805 WP 002289483.1 SEIFGAAGETFEILDNADIIFPWVKDETGEEVELSHGNFISLMESKNRKVRQEAYKAMYRIYEQYQHTYAKTLQTNVKVN 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ** *!! *!!!!!!*!!!! ! !* !!!*!!!!!*!!!!! ! *! !! !!! !!!*!!!!! !!! !!!*

logo NFYQAKI
VRHNYKNSAREHAALAANF IPESTVYDSTLLVEASVHNKNHLPLLHQRYLVDKLRKQKNVLGLDDELKMYDI

VYTVPLSEMTDEMTATFLTYEAEASLDK
NTDB id 160976 APQ13 RS04805 WP 002289483.1 NFQAKIRNYKSAREAALAANFIPETVYDTLVEAVHNHLPLLQRYVKLRQNVLGLDDLKMYDIYVPLSEMDMTFTYEAALD 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !*!!!*!*! !!!*!!!!!!!!!!*!!!*!*! !* !!!!!*!!* !! !!!!!*!!!!!*! !!!! * !!! !

logo KAEEVLAI FGERDEYASEKGRVHARAFRTERWIDVHRPVNKGKRSGAYSGGASYDTNAF IMLLNWQDTLDNLFTLVHETGHSLHSTFTREQNT
NTDB id 160976 APQ13 RS04805 WP 002289483.1 KAEEVLAIFGRDYAERVHRAFRERWIDVRVNKGKRSGAYSGGSYDTNAFILLNWQDTLDNLFTLVHETGHSLHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!!!!!!!! *! !! !! !!!!!!**!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LTEMTLLKEVKNDDEKQTRFAI LNHYLDGFKGTVFRQTQFAEFEDHAL IHYEKADAQASGDQI
VLTASDFY

NTDB id 160976 APQ13 RS04805 WP 002289483.1 QPYVYGDYSIFLAEIASTTNENILTEMLLKEVNDEKQRFAILNHYLDGFKGTVFRQTQFAEFEDLIYKADQAGDVLTSDY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !!!!! !*! !!!!!!!!!!!!!!!!!!!!!!!!!!* !* !! ! *!! !*

logo

L
MNKNLYADLNEKYYGNLKSAKEKDNNPYE IQFYEWAER IPHFYMYNFYYVYQYATGFAAASFYLAEHKIVHGNTEQEDKDEAKYLNTYLKAGNSSDYPL

NTDB id 160976 APQ13 RS04805 WP 002289483.1 LNNLYADLNEKYYGLSKKNNPEIQYEWARIPHFYYNFYVYQYATGFAAASFLAHKIVHGNQEDKDKYLNYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!!!!! ! !*!!!*!! !!!!!! !*!!!!!!!!!!!!!*!!*!!!!! !!!* !! !!!!! !!!!!



logo

E
NVIAKKAGLVDMTENSTDTYI

LDAQAFKVFEDERL IVELEKAELVEKGI
V
D
H
LS

NTDB id 160976 APQ13 RS04805 WP 002289483.1 NVIAKAGLDMTESTYIDQAFKVFEERLIELKELVEKGID.. 599
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!*!!! * !*! !!!!!!*!!*!! !!!!!****

X non conserved

X similar

X ≥ 50% conserved


