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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 160930 CAter282 RS18160 WP 061534578.1 ..MTSPRILVVDDEAHLRELLEIALVKMGLDVDSAENLTVARARLAQHDYALILTDMRLPDGLGIELVREVTCGEKVIPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT......TENALENKLLIGRSLPIQQLRIAI 154
NTDB id 160930 CAter282 RS18160 WP 061534578.1 AVITAYGSADNAVMALKAGAFDYLSKPVALDQLRLMVQSALRIGKPAEQNRPQPDARVRGGPGLRLIGQSAAMQELRTQI 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEAPV.........DNRLLGESPPMRALRNQI 149
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGG 234
NTDB id 160930 CAter282 RS18160 WP 061534578.1 VRLARSMAPVAITGESGSGKELAARDIHALSPRADKPFVAVNCGAIPEALMEAEFFGYRKGAFTGAADDRDGFFQAANGG 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGG 229
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRER 314
NTDB id 160930 CAter282 RS18160 WP 061534578.1 TLMLDEVADLPLAMQVKLLRAIQERRVRKVGATAEEAVDVRLISATHQNLSECVESGRFRQDLYYRLNVIELKLPPLRER 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRER 309
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GEDVLLLANHFIQKICMEW.ETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRAN.... 389
NTDB id 160930 CAter282 RS18160 WP 061534578.1 LDDISLLVAAILGRLSVFAPQAEQASLTPAALEALRAYAFPGNVRELENILERALAFANDGLIEVADLGLKGVAGARPAE 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 REDIPLLAERILKRLAGDT.GLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG 388
consensus *!* !!* ** ** ** * * !! *! * !*** !!!!!!!!*!**!!!*** *!* !** *! ** * **

logo

ASMFDDGE IDALAGI
V
G
S
A
NPFIASAAMQSTAIQSETTAVAVAGAAGMPQRAVAGKSKLELSELP I

P
S

D
E
P

G
N
SLPERDYLDENDI EKRKDI

L
V

L
I
L
M
R

N
QALAENEMRTRHFWNRTAKLAADKQKLRLGI

L
M

S
T

NTDB id 1045 H0N27 RS16330 WP 168727019.1 ..............ISNPFASAAQSIQTTVA...APQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMT 452
NTDB id 160930 CAter282 RS18160 WP 061534578.1 ASMFDDGEIDALAGVGAPIASAAMTASETAVAGAGMQRAGLELPPSLPDYLDDIERDVIRQALARTHFNRTKAADLLGIS 478
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .....................................AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLT 431
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FRSLRYRLKKFGLDTETEQEV 473
NTDB id 160930 CAter282 RS18160 WP 061534578.1 FRQLRYRMQRLSIHEQD.... 495
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FRSMRYRLKKLGID....... 445
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