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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 160907 CPter91 RS22220 WP 061944327.1 ..MTSPRILVVDDEAHLRELLEIALVKMGLDVDSADSLAAARSHLASNDYALILTDMRLPDGLGIELVREVTSGDKVIPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
consensus ** ***!*!!!! ****!****!**!**** *! * !* *** ****!!!**!!!!*!**!!* *** ***!*

logo AMVLITAYGNSALMDI
N
TAVIAQVALKAGAFDYFVLTSKPVADNQLDGVHQRLDRELQMLLVAQKSTALNR I

L
R

G
Q
R

N
K
V
P
A
E
A
E
H

D
E
N

E
P
T

A
R
T

E
Q
PGDVKTRGNG

N
A
S
G
L
P

E
N
V

A
D
N

K
L
N

L
RLLIGEQRSALPAP I

M
R
Q
A
E
QLR

NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTE.........NALENKLLIGRSLPIQQLR 151
NTDB id 160907 CPter91 RS22220 WP 061944327.1 AVITAYGSADNAVVALKAGAFDYLSKPVALDQLRLMVQSALRIGKPAENPRQPGDVKTRGNGSGNALRLIGQSAAMQELR 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA............PVDNRLLGESPPMRALR 146
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSA 231
NTDB id 160907 CPter91 RS22220 WP 061944327.1 TQIVRLARSMAPVAITGESGSGKELAARDIHALSPRADKPFVAVNCGAIPEALMEAEFFGYRKGAFTGAADDREGFFQAA 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 NQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAA 226
consensus *! **!!!*!!!***!!!!*!!!**!***! ***! **!!***!!!!!!**!!!*!*!!**!!*!!!! *!**!****!

logo

H
N
SGGSTLLFLDE I

VAEDLPMLSAMQVKLLRAVIQERKAKR I
VRAKPVGAGSDQTVQEEIVADPVDFVR I

L
V

L
I
C
SASTHKQNDLDAAELCELVEGRAQSGKRFRQDLFYFYR I

L
H
NVMIDEL IKRVLPPL

NTDB id 1045 H0N27 RS16330 WP 168727019.1 HGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPL 311
NTDB id 160907 CPter91 RS22220 WP 061944327.1 NGGTLLLDEVADLPLAMQVKLLRAIQERRVRKVGATVEEPVDVRLISATHQNLAECVESGRFRQDLYYRLNVIELKLPPL 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPL 306
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RERGEDVLLLANHFIQKICMEWE.TPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI 390
NTDB id 160907 CPter91 RS22220 WP 061944327.1 RERLDDLGLLIGAVLARLSVFAPQAGPVTLAPAAMDALCTYAFPGNVRELENILERALAFANDGVIEVADLGLKGGGNSR 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RERREDIPLLAERILKRLAGDTGL.PAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......SNPFASAAQSI...QTTVAAP.......QAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTF 453
NTDB id 160907 CPter91 RS22220 WP 061944327.1 ALEAQSLDDGYPDAGVGVAGIAVVGLEPVAVAAAALPGGAELPPSLPDYLDDIERDVIRRALTRTHFNRTKAADLLGISF 478
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QEGA.................................ASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTF 432
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logo RQSMLRYRMLQKRKFLSGLIHDETEQDTEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSLRYRLKKFGLDTETEQEV 473
NTDB id 160907 CPter91 RS22220 WP 061944327.1 RQLRYRMQRLSIHEQD.... 494
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSMRYRLKKLGID....... 445
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