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NTDB id 160892 CPter91 RS02515 WP 061936483.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQILSDNPMLERVDDPLDNSVRLLADGAISGTASTMEAPTGDS 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!*!!*!! !**!!*!!! **!! ! !* !!! * * !* ! *
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NTDB id 160892 CPter91 RS02515 WP 061936483.1 ......EVSSSPTESEASLETPAAADSSSDNSDSDWSFDDISRSAKSSDDEDARPQLEAHESTLREHLLQQMREAMRDLR 154
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus ****** ** !!! ! * !! !!!! !! ! * ! *!* !**!! *!*! !!*!* !* * *!
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NTDB id 160892 CPter91 RS02515 WP 061936483.1 DRALVELVIDALDDNGYLEESLEEILERLPPELEIALEELSMALKMVQSFDPAGVGARNAPECLGLQIKRFVKVPFVTRR 234
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS...PAKP 237
consensus !**!! *!* !!! !!! !!*!!! !!*!!!* !*!! !!*!*!!!!!!!*!!! !*!!! !!* ! **** **

logo LALATIVNQEQHLEVLFLAAQRDFYNTKR I
LKKALDSCVDDEGDELKRAEAHQETLVIKRQSCLANPFHPGAHAPFAGGRANAEASDFYVVPDVI

VVRKRSTAKAQGWMQAVMQLNNPDVM
NTDB id 160892 CPter91 RS02515 WP 061936483.1 LALAIVQEHLVLFAQRDFNKIKKALDCDDEDLREAQTVIKQCNPHPGAPFAGNASDYVVPDVIVRRSKQGWQVMLNNDVM 314
NTDB id 1425 RS RS02020 WP 011000369.1 LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVM 317
consensus !!! !!* !! ! ! !!* **!!!! *!! *!* !* *!* * !*!!**!* !*!!!!!*!!** !! !!*!!!

logo PRLR I
VNDVLMYANQI LKRQSSKRGDEGSGAAANLQTQSKQLQEAKRWL IKNI

M
Q
RQRFDTI LRVASQAIVERQKRNSFFSTHGAE I

VAMRPLVLRE IADTL
NTDB id 160892 CPter91 RS02515 WP 061936483.1 PRLRVNVLYANILKQSKGDG...ALTSQLQEAKWLIKNMRQRFDTILRVAQAIVERQRNFFSHGAVAMRPLVLREIADTL 391
NTDB id 1425 RS RS02020 WP 011000369.1 PRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTL 397
consensus !!!!*! *!!*!!* !*!* *** ! !!!!*!!!!!* !!!!!!!!! !!!!!!!* !!*!! *!!!!!!!!!!!!!!

logo GLHESTI SRVTTNQKYMALTPHMGMTFELKYFFGSHVASTEATGGAEASSTAIRAL IKQL IVGAEDPSKRNPFLSDSKR IADELMLAGEQGFMVVA
NTDB id 160892 CPter91 RS02515 WP 061936483.1 GLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIKQLIGAEDSRNPFSDSKIADMLAEQGMVVA 471
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
consensus !!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!!!!!*!!!!**!! !!!*!!**!*!!! !!!

logo RRTVAKYREALKIPASVNLRKASL
NTDB id 160892 CPter91 RS02515 WP 061936483.1 RRTVAKYREALKIPSVNLRKAL 493
NTDB id 1425 RS RS02020 WP 011000369.1 RRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!! !!!!! !
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