logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
160877 CAter10 RS03405 WP 061532286.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
160877 CAter10 RS03405 WP 061532286.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

Dl afsorONLatst 2 o ol

S
BIPMIRVEIG
RIPMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVEIG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

I§ SDLH SAG

I4 SDLH SAG
IMASDLHLSAG
[(MASDLHLS G
[MASDLHLSAG
IMASDLHLSAG
[MASDLHLSAG
[(MASDLHLSAG PPMIRVDG
[MASDLHLSAG PPMIRVDG

D1k sk [ * 1k

ELLAFSVK
ELLAFSEK
ELLAFSJ\K
ELLAFSV@
ELLAFSVK
ELLAFSVK
. ELLAFSVK
* * ok |k ok k%

0 AR R

LKLPE

RFRVNAFBIQERGJAVERTIP M
ARFRVNAFNQSRGA AVFRTIPS) L
ARFRVNAFNQSJRGA AVFRTIPS|® L
ARFRVNAFNQBRGA AV@RTIPSWVLT
ARFRVNAFNQNRGAGAVFRTIPS|SVLT
ARFRVNAFNQNMRGAGAVFRTIPS|SVLT
ARFRVN[JFNQRGAGAVFRTIPSWVLT
ARFRVNAFNQNRGAGAVFRTIPS|SVLT
ARFRVNAFNQRRGAGAVFRTIPSIQVLT

ARFRVNAFNQIYRGAGAVFRTIPSISVLT
N sokok Dk Dok Dokok k% k

+*  EEEE 2 @ QEEEEETE]

*  okx

ET}slr\ EB\- |EK§|A'@'Y

IR APWNMRGLVLVUGIATGSGKSTT AAMTG R QHITG
il

gl | DdReretts

(S| MNDIQR BEY |
TMNDIQRY
1MNDHQRY
IMND QR
IMND QR
TMND[EQR
TMND
IMND
TMND
IMND
TMND
IMND

RN SHTLM

I
i8] MNDEIQR HY N

YEE)Y

= =cli=ci=c == v Ji=v]i=c-c === v =}

< e e

YT AIRIPRG VLVTGPTGSGKSTTLAAM
MNTAIRIPRG VLVTGPTGSGKSTTLAAM
MICTAINNGY GLVLVTGPTGSGKSTTLAAM
BISTANNGY GLVLVTGPTGSGKSTTLAAM
I AMSIRGLVLVTGPTGSGKSTTLAAY
14 AMISIRGLVLVTGPTGSGKSTTLAAYY

IRMPRGLVLVTGPTGSGKSTTLAAM
ISTPAPRGLVLVTGPTGSGKSTTLAAM
i PAMPRGLVLVTGPTGSGKSTTLAAM
DITOMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMPRG VLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM

kokk  kok ok | okok ok Pl b bbbkl

N
N
N
N
D
D
NH
D
D
D
D
D
D

r<

s

Fif

153
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259

160877 CAter10 RS03405 WP 061532286.1

1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259

160877 CAter10 RS03405 WP 061532286.1

1202
1194
1020
1081
1060
1040

consensus

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

RERIEN DYNALINJAETGHLVE | TLHESWY AR
DIJALR ALR E\PD RDMETI JAA TAAETGHLVGTLHTHSAjg

INYALEJSALREDPD
EMJALRSALREDPD

IQYALRSALREDPD

IQYALRSALREDPD

G
G

NPNALRSALREDPD LA TAAETGHLVFGTLHTNSAE
SA

WPNALRSALREDPD
MMALRSALREDPD
RIFALRSALREDPD
RIFALRSALREDPD
IWHALRSALREDPD
IMNALRSALREDPD
IWXALRSALREDPD
IMNALRSALREDPD

LA TAAETGHLVFGTLHTL)

LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT

P N N NN Ry i Ry e e N T N N N o R IRy oy N R

TIDRLDIF et R M\M;th sl Wt LR
e

IDRI DVFPEE [ [§
T DRI DVFPAMEK MVREMLSESLIWAVISQNLLKE WGNGRVA HEI@I JyPA RNLIRENK
T DRI DVFPAMEK MVREMLSESLWAVISQNLLKYW BCGRNGRVA HEIMI RPA RNLIRENK
TIDRIIDVFP § K MVREMLSESLIJAVI QULLKH VGGGRVAEHEIM PATRNLIRERK
TIDRIIDVFP [§ K MVREMLSESLJAVI QILLKN WJGGGRVAMHEIM  PAIRNLIREMK
TI RIIDVFPAEEKEMVRSMLSESLQAV QSLLK.KNKGGRVAAIEIM I EAIRNLIREDK
s

TI RIIDVFPAEEKEIMVREMLSESLNAV QSLLKEKIMSGGRVAAJREIM GATRNLIRERK
TIDRI DVFPAEEK MVRIAMLSESL{AVISQELLKIWKBGEGRVAAHEIM PAIRNLIREBK
BKNMGGGRVAAHEIMI PAIRNLIRENK
NKISGGGRVAAHEIMI PAIRNLIREBNK
BKINGGGRVAAHEIMI MPAIRNLIRE[EK
BKINGGGRVAAHEIMI MPAIRNLIRENK
BKINGGGRVAAHEIMI MPAIRNLIRENK
BKINGGGRVAAHEIMI MPATIRNLIRENK
Kook | ok ok ok ok K K ok K K K K Pokokok | sokokok || K kokok | okokokok | kokokokokokokokokokok | |

REBKVA%M!QI S

AQMYSHIQTG
AQMYSEIQTG
AQMYSHIQTG
AQMYSEIQTG
AQMYSHEIQTG
AQMYSEAIQTG

%k %k ok k ok *

SAAK
SAAK
SAAK
SAAK
SAAK
SAAK
SAAK

*x | %

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
315
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
160877 CAter10 RS03405 WP 061532286.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GC0O85 RS10305 WP 010947729.1
160877 CAter10 RS03405 WP 061532286.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

[l v

V
NS

ISIRENE\REKEAKT .
INNLPTEARAVEKS .
IIPQTERTARKQ .
IRIPQTERTARKQ .

¢

G

NERESIKHTEVHE AJALN .
NERRSIKHTEV\HE AJNLN .
NNBRS|MA AJNR A AJRK'S .
(CINRSIR D SENKEKINKQ .
G

G

G

G

(CBRSIP QTE\R T AJNKQ .
*

368
381
383
418
347
347
345
345
344
344
347
344
344
344
345
345
345

K non conserved
B similar
>507% conserved

= E!,E
;%E%AgigAéﬁQEEﬁuEﬁkﬁkhwEﬁPi.Lhmhlé-?T?ﬁ”

2 R S P St NP =

INEPIRAIRY QIRYVDDKESSIE O DEALHSPADSANDLRLMLKTKRGDDY . . .GSGSLQNVKI........ DME..............
YEDELLHEMDSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
INEINAIREDIRYDHQHPSS]Y ADPALKHEADSPNNLRLQIKLSEEANKPLDNRERMSEMER . . . . . . .. KMTFDGQRRNLK. .. ..
DA YIHAGIAF RHIMSEY DK@ LER/AID . PKEJARLAND . . ASAGL . GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA

I PE A RRRINQANSESMSFE . . . . e
IBPEVERRRRENQNSESMSFE . . . . . e

368
381
383
395
347
347

345
344
344
347
344
344
344
345
345
345



