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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 160867 CFter6 RS21775 WP 061541693.1 ..MSSPRILVVDDEAHLRELLEIALVKMGLDVDSADSLSAARSHLAQNEYALVLTDMRLPDGLGIELVREVSAGEKVIPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT........ENALENKLLIGRSLPIQQLRI 152
NTDB id 160867 CFter6 RS21775 WP 061541693.1 AVITAYGSADNAVMALKAGAFDYLSKPVALDQLRLMVQSALRVGKPVENLRPAADSKLRAGSSSALRLIGQSAAMQELRT 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEAPV...........DNRLLGESPPMRALRN 147
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAH 232
NTDB id 160867 CFter6 RS21775 WP 061541693.1 QIVRLARSMAPVAITGESGSGKELAARDIHALSPRADKPFVAVNCGAIPEALMEAEFFGYRKGAFTGAADDRDGFFQAAN 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAAS 227
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLR 312
NTDB id 160867 CFter6 RS21775 WP 061541693.1 GGTLLLDEVADLPLAMQVKLLRAIQERRVRKVGATVEEAVDVRLVSATHQNLAECVESGRFRQDLYYRLNVIELKLPPLR 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLR 307
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ERGEDVLLLANHFIQKICMEWE.TPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRA... 388
NTDB id 160867 CFter6 RS21775 WP 061541693.1 ERLDDIGLLVAAILARLSTFTPEAEQVTLAPAALSALCAYAFPGNVRELENILERALAFANDGVIEVADLGLKGGQGRPA 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ERREDIPLLAERILKRLAGDTGL.PAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ 386
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...NISNPFASAAQS....I..QTTVAAPQA....VKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRS 455
NTDB id 160867 CFter6 RS21775 WP 061541693.1 EMPDLADHYSEAAAVAGVPMATNLESAAPGAAVQLNGGELPSSLPDYLDDIERDVIRQALTRTHFNRTKAADLLGISFRQ 478
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EGA................................ASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRS 434
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LRYRLKKFGLDTETEQEV 473
NTDB id 160867 CFter6 RS21775 WP 061541693.1 LRYRMQRLSIHEQD.... 492
NTDB id 1473 PAKAF RS24000 WP 003094694.1 MRYRLKKLGID....... 445
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