
logo MFSFFKRKRKKPKPQETVPTAPLEPEASQSAVPQAEDTALAKQI
VEASEVAQIVGNIKEDVEAS ILAPAESVVAKGPDRAESAVETVSGAVEQVKETVAEPAMPASEAVGN

NTDB id 160855 CFter6 RS03835 WP 061538802.1 MFSFFKKKPKPEVTPLPESSAPADLAQIEA............VEAIPAVVAPD...................APAPAEVN 49
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 160855 CFter6 RS03835 WP 061538802.1 VTPD......PVVAPEVEPAAEIEIVPAPVAAEQKRSWLSRLKTGLSKTSS....NLSILFVGAKIDDDLYEELESALLV 119
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 160855 CFter6 RS03835 WP 061538802.1 SDAGVDATHFLLNALKKKVKDDKLTEAVQVKAALRSLLIDLLSPLQKPLVLDQ.HQPLVIMIAGVNGAGKTTTIGKLAKH 198
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 160855 CFter6 RS03835 WP 061538802.1 LQAHKQSVLLAAGDTFRAAAREQLTIWGERNNVTVIAQESGDPAAVAFDAVHSAQARGTNVVMVDTAGRLPTQLHLMDEL 278
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 160855 CFter6 RS03835 WP 061538802.1 KKIKRVIGKGMATAPHEILLVIDGNTGQNALAQVKAFDDALGLTGLVITKLDGTAKGGVLAAIATTRAIPVYFIGVGEQI 358
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 160855 CFter6 RS03835 WP 061538802.1 EDLQPFDAAEFVDALLN 375
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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