
logo

MA
M
G
S
M
F
V
I
LNQKRVMIV I

L IVGNRLGTNKRDVPDEMVLRTYMTSPASNGDVEAAVGCAHRNTLVFTSMLVATVSNERQSTW
F
K
S
T
N
D
N
K
A
Q
R

MQT
S
NGDQE I

R
R
VEQVR

E
T
A
E
D
Y
F
W
V
H
I
R
NCITVFILTVMF

Y
WRRKSTLQAEVINFVTAGALNQFYCTLQRKKGGSKLAVYGLVSDEG

NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 160767 ASO14 RS14365 WP 068456903.1 ..MINRVVLVGRLTKDPELRYTPSGVAVARFTLAVNRTFSNQ.QGER..QADFINIVVWRKQAENTANFLRKGSLAGVEG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
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NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTSPQQ........TGN..... 142
NTDB id 160767 ASO14 RS14365 WP 068456903.1 RIQTGSYDGQDGKKVYTTEVVADSVQFLEPRNAGGGAPQTNQ..QFGDQPSYGGGQSYNQAPQQNNYQQNQSPNQ..... 148
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQND......NPFGGNQNNQR..... 144
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
NTDB id 1103 NMB RS07590 WP 002212976.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYEEGY.GQS..........QEAYQRPAQQSRQPASDAPSH 146
NTDB id 1131 NGFG RS05740 WP 003695064.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYDEGY.GQS..........QEAYQRPAQQSRQPAPDAPSH 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGW.NQAP...AQTNYNQGGYSDNYAQNNNFNGGNA.. 154
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NTDB id 624 LCA RS00040 WP 011373726.1 ...APAANNTQADPF..ANNGQAIDISDDDLPF 170
NTDB id 160767 ASO14 RS14365 WP 068456903.1 ...Q.NYTRVEQDPFAMPNDQGKVDISDDDLPF 177
NTDB id 113 BSU 40900 NP 391970.1 ...RNQGNSFNDDPF..ANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................................. 113
NTDB id 1103 NMB RS07590 WP 002212976.1 PQEAPAAPRRQ.....PVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PQEAPAAPRRQ.....PVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..TRPQPAQKP.....AAQAEPPMDNFDDDIPF 180
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