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M FERIEQNA [BLLL NQYQpy ENPILETHERYDALIEQN MYLGAEWA (INUNNIRKLRIAL LSKEEWRR FQF FIKIHEQ)R 80
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
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J\LQ NHQFTPD IGFIILYLLEGLTJ@MNQLDI EIGSGTGNLAET NNS®K  YMG EVDDLLIDLSASIADV SSHEEETIY
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS/EETIY
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSEETIY
P N N N NN N Ny ey e e N N NN NN NN NN
(VAR ) LBV SDLPVCE Yk Al TP ECRLAYLA A vmL S
NI QEDAVRPE[ILKESDVIISDLPVG YPNDIIARR |4VAASHTYAHHLLMEQSLKYLKK G AIMLAPE LLTSigQEeLI)
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE QLI
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
AR Lun AT kRS Y LsssL s LD G gk R HEDA
SLLKKWLEIREMWI AVI LPEARFIY KEIN KSIFVLKKQ JE FVYPL DLQ PEVL NFgaNFNKWKED NERSEEE:]
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDN VF RN
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

X non conserved
B similar
>50% conserved



