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MHG
MKDEPTFSEFKRENFL INTATMTERSRYI

VQELGSKSVHGVEHLASGPQGFWATVKMF
YLKSDNQDGKE I F IKDI EKRLCDI SKSVATSNL IVKRMEKNGF

NTDB id 160693 HSISS4 RS01980 WP 021147155.1 MHGKDTFSEFREFINTMESRVQELGKVHGVEHLAGPQGFAVKYLSDNQDKEIFIKDIEKRLCISKSVASNLVKRMEKNGF 80
NTDB id 368 SMU RS04250 WP 002263292.1 ..MKEPFSEFKNLITATERYIQELSKSHGVEHLSGPQGWTVMFLKDNQGKEIFIKDIEKRLDISKSVTSNLIKRMEKNGF 78
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logo

I
V
E
S
L
V
I
V
P
TSDRKDKRRYKQYI

V
H
VLTDPLGKQEKKAGRDKI

V
K
T
V
YFLRETADI

L
H
K
E
K
L
QLLEKDGI SKQEDALES IVAFRKRVFHKQIKRKQNLEKKNEKE

NTDB id 160693 HSISS4 RS01980 WP 021147155.1 VELVTSDKDKRYKYVHLTDLGKKKARDVKYFREAIHEQLLEGISKEDAEIAFRVFHQIRKNLEKNKE 147
NTDB id 368 SMU RS04250 WP 002263292.1 ISVIPSRKDRRYKQIVLTPLGQEKAGKITVFLTDLKKLLLKDISQEDLSVARKVFKQIKQNLEKKE. 144
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X ≥ 50% conserved


