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MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]

MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT
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LA ARILRATAL ITAMLERLTELETERA ) TN

GSPASLT GEJDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLWETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY
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\
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDISTNIAIIQVA GGAAQV GLKENGDATIIMAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

U TR R L OB

ALPNENTQKFSKGDSLSVTVKRSNGQEETISVKPQERQGSYFLGVSPRILKTRLKDKIFGGFQMAWEGAIPYILFALKGLITN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

UL VLR S LML LIIFLY D AR L e LAY

FSLNKLGGPVAMFQOMSAQASENGLISIL LMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV
FSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGYV|

A/ WL AT A

MVVLMIAVTWNDIMRAF Fiedy]
AVMVVLMIAVTWNDIMRAFF 420

AVMVVLMIAVTWNDIMRAF Fiyle]
T

X non conserved
B similar
>50% conserved

80
80
80
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160
160

240
240
240

320
320
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400
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