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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 160652 ASL14 RS19635 WP 134913137.1 ...MSLNQVVLIGRLTKDPELRYTPSGVAVAQFTLAVDRPFTSQDG...EKEADFIPIVVWKTIAENVANYVKKGQQVAI 74
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG...DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG...EREADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG...EIEADYVNCTLWRKTAENTALYCQKGSLVGV 73
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MNEVSNPGAQNSGNGGSQYFGGGQNQDQGNSGPSWFTGGQSNPQNQNPTAQGKRNAQRHPNAQ
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPA...........QQGSWGQPQQPAKQHQ 149
NTDB id 160652 ASL14 RS19635 WP 134913137.1 TGRIQVRNYENNEGRRVFVTEVIGQNVQFLTPQQNGGQQASG....AN.NSGNS.....................GNRNA 128
NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNF.NSNQSNGSQ.......QSGFTSPQQTGNAPA 145
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GY.NEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQ 147
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD........................................ 113
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 160652 ASL14 RS19635 WP 134913137.1 Q...SGRQSSSNNNQGNAWDINDDDLPF 153
NTDB id 624 LCA RS00040 WP 011373726.1 A...NNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 G...NSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............................ 113
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X non conserved

X similar

X ≥ 50% conserved


