logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
160510 PP2015 RS12445 WP 058030650.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
160510 PP2015 RS12445 WP 058030650.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
160510 PP2015 RS12445 WP 058030650.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
12569 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

o AR AR

* k k *k | oskosk sk k ok ok

NYARFRVNAFTIQIXNRYG  VIGIRIAIP Iy
ARFRVNAFNQSJRGA AVFRTIPS)
ARFRVNAFNQSJRGA AVFRTIPS|
ARFRVNAFNQWNRGAGAVEFRTIPS

ARFRVNFNQNRGAGAVFRTIPS[

ARFRVNAFNQNRGAGAVEFRTIPS
ARFRVNAFNQWRGAGAVFRTIPS

| ARFRVNAFNQRGAGAVFRTIPS
PR RN *1

VED EF e

I skskskskk | %

ETE

1ok | okook ok ok ok okok ok okokokokok ok ok ok ok ok

LRE ) s Rush LBl

o [Re

/\XT

Loz Eteoiel

. SVADRJT AR
TAEASLER

EER
KTP
KTK

PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDGE
PPMIRVDGE
PPMIRVDGE
PPMIRVDGE
* %k % 1 %k % %k % % *

LT AL et

YDIMND
YDIMND
YDIMND
YDIMND
YDIMND
YDIMND
YDIMND

EWPNZIRGLVLVTGPTGSGKSTTLA

ESIRSRGLVLVTGPTGSGKSTTLAAYY
ERINIRGLVLVTGPTGSGKSTTLAA|Y
RIMBYRGLVLVTGPTGSGKSTTLAAM
OAYRGLVLVTGPTGSGKSTTLAAM
OPMEZRG VLVTGPTGSGKSTTLAAM
OONEYRG VLVTGPTGSGKSTTLAAM
OPMEZRG VLVTGPTGSGKSTTLAAM

T o N e NN N

e T VLT

IAYAL )y LR BPD IL GE
IFNAL S LR EPD IL GE
IAYAL NMYLR EPD IL GE
IMSAL DNEYLR BEPD IL GE
DBIALR ALR JPD ILVGE
WENALRSALREDPDIILVGE

EDLGLMNIFK
EDLGL{HNIFK
EDLGLMNIFK

RSREM DMALINJAETGHLVFEF TLHEININARKY
RDMETI INA TAAETGHLVMGTLHTNSAPE
RDLETIRLA TAAETGHLVFGTLHTNSARK
RDLETIRLA TAAETGHLVFGTLHTNSApK
RDLETIRLALTAAETGHLVFGTLHTpYS AIK
RDLETIRLALTAAETGHLVFGTLHTyNS ARAK
RDLETIRLALTAAETGHLVFGTLHTyYS AIK
RDLETIRLALTAAETGHLVFGTLHTyNS ARAK
RDLETIRLALTAAETGHLVFGTLHTNS AFAK

ko bl kx| %

WPNALRSALREDPDIILVGE
RIYALRSALREDPDIILVGE
IWRALRSALREDPDIILVGE
IMXALRSALREDPDIILVGE
WHALRSALREDPDIILVGE
IMHALRSALREDPDIILVGE

Plokokok Dl DDk DD 0]

1563
154
155
156
159
155
155
155
155
155
155
155

233
234
235
236
239
235
235
235
235
235
235
235



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
160510 PP2015 RS12445 WP 058030650.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
160510 PP2015 RS12445 WP 058030650.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
160510 PP2015 RS12445 WP 058030650.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
12569 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

IWM&WM{MMQ%MhM%ﬁﬁgé

TIDR IDVFPAEEK MVREIMLSESLQAVI Q
TIDR IDVFPAEEK MVREMLSESLQAVI Q

IDVFPAEEK MVREWMLSESLQAVI Q
sk ok k |k sk k ok ok k kkkk k| okkok |k * % |

qu
NS

| uk‘

AKL ELLxKEAﬁAkS:kA

NKIGGGRVAARIEIMI[¢ PAIRNLIREWMK
NKIDGGGRVAARBIETMI[eMiPATRNL I RE{¢K
BKINGGGRVAARIEIMI[eaPATIRNL IRENK
BKINGGGRVAARBIEIMI[eMiPATIRNL IRENK
NKINGGGRVAARBIETMI[eaiPATRNL I RENK
Ik % * 1k Pkskk  skokokokokskokkkk

AQMYSINIQTG
AQMYSHIQTG
AQMYSENIQTG
AQMYSEIQTG

AQMYSINIQTG
kokokk Kok Kok Xk

I_s th

D 5 =
S RN =Ye ";(!ﬁbii(— BVS;

TFDQALYQ VDDK EQDALHSADSANDLRLMLKTKRGDDYGSGSLQNV KIDME . . oottt e e
(W FIIN AFEMYKQRRUN Y ADI\LHY/AD SENDLRLMIKLQNNEQQGAGFLQGV . TVDGLD . SK. o o\ oo evee e
W EPIR AIRY N#Y VQGENMY EDI\L LHADSSNDLRLMIKLGSETDGE. . HLTSV.S.QGLT . LEMSDDDPGRSFR. . . ... ...
WEDIR AFDIRY DHQHIRS Y ADILKHD S NNLRLQIKLSEEANKP .LDNRE.RMSEME .RKMTFDGQRRNLK. . .......
yal A YA GIRF REHEES Y DKBLERINI DIZKEARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATP
TLDQRILISALVIY I KHTAHEAALNKSLF ..................................................
TLDQRILISSLVIY 1] T SKEcuNA oy A T a<] o - P U
MM CIRK G ARG RENI REKINK IRENI. . . . o o oot e e e e
eI SIRK QI AR GERIN L P T R A VI K S E S . . . . o ot
A SIRK IR SRGEIEREP QTR TAIKQIEESHL . . . . oo
A S IR ARGEERP QT R TAIK QE S . . . o o
TLDQELIEL VI [ PQTARTAAKQPESFL .................................................
P be b s % %l

................... 368

................... 372

................... 381

................... 383

AAPAAGRSEPGRAGGFGRR 418

................... 344

................... 344

................... 344

................... 344

................... 345

................... 345

................... 345

X non conserved
B similar
>50% conserved

313
314
315
316
319
314
314
314
314
314
314
314

368
372
381
383
399
344
344
344
344
345
345
345



