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NTDB id 1402 DSB67 RS12670 WP 010643257.1  ...... MKTI.PQ KN R GSISFITK. .
NTDB id 1169 A1552VC RS11075 WP 000648511.1  ..... MKATQTLPEKNMR Q GSVSHLAR. .LTH
NTDB id 1113 AAA85695.1 219..1451( ) MAKNGGFSLF KKEKRJQI RHSASDKL ......
NTDB id 1112 NGFG RS09215 WP 003689811.1 MAKNGGFSLFJA KKEKRI IN6RHSASDKLMNE@NSIFREEENMBKKIRAIMREIIRPLOMTRVET . . . . . .
NTDB id 1252 GC085 RS07730 WP 011213805.1 ...... FDR. .KN
NTDB id 1016 ACIAD RS01680 WP 004920476.1  ..... FE.GLLK
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ... .. LE.GLFK|
NTDB id 160504 PP2015 RS02930 WP 058028857.1 .. .MKKDKDT FGIGAGGQ
NTDB id 1198 PSJM300 03950 AFN76868.1 ...... FSA. ..
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 PN T A'S T H/PIRYT D)l A GEQSGL
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1113 AAA85695.1 219..1451( ) Q[e V\F SNHIZK @2 R F
NTDB id 1112 NGFG RS09215 WP 003689811.1 Q V\F SNHIZK AR F
NTDB id 1252 GC085 RS07730 WP 011213805.1 T[elL LA LV INGEI{SGRJL )
NTDB id 1016 ACIAD RS01680 WP 004920476.1 ALRPYFD SIN GEQSGRLER
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MLV  GEQSGELEN
NTDB id 160504 PP2015 RS02930 WP 058028857.1 L DIS GEQSGHL )4
NTDB id 1198 PSJM300 03950 AFN76868.1 WLV GEQSGELEN
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NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1113 AAA85695.1 219..1451( ) GAE.LPA T QUV
NTDB id 1112 NGFG RS09215 WP 003689811.1 ANMEFNARZP LiNR| T\
NTDB id 1252 GC085 RS07730 WP 011213805.1 v FIQEFGA LPARITRENV
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FIWSIFGA LPAFTQIRV
NTDB id 1059 ABD1 RS01610 WP 000279215.1 FISIFGA LPAFTQRIV
NTDB id 160504 PP2015 RS02930 WP 058028857.1 A FESIFGAELPAF TRV
NTDB id 1198 PSJM300 03950 AFN76868.1 FFGAELPAFTV
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 F AG P
NTDB id 1169 A1552VC RS11075 WP 000648511.1 IIRILKTSIARGIH PI G SMIRTLAT FAAG P
NTDB id 1113 AAA85695.1 219..1451( ) A F RTWATIRFAAGVPLVDWL STAGAJGN IYEIDAjN:A
NTDB id 1112 NGFG RS09215 WP 003689811.1 A F ATIRFAAGVPLVDYEL STAGAJIGN IYERYAjg:A
NTDB id 1252 GC085 RS07730 WP 011213805.1 B RTL WMTFAAG PLV ALJISEAGA
NTDB id 1016 ACIAD RS01680 WP 004920476.1 SMRTLATTFAAGVPL DALE\STAGA
NTDB id 1059 ABD1 RS01610 WP 000279215.1 SMRTLATTFAAGVPL DAL STAGA
NTDB id 160504 PP2015 RS02930 WP 058028857.1 M RTL TTFAAGVPLVDAL SEAGA
NTDB id 1198 PSJM300 03950 AFN76868.1 RTL TTFAAGVPLVDAL SPAGA
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NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 160504 PP2015 RS02930 WP 058028857.1
NTDB id 1198 PSJM300 03950 AFN76868.1
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 VISAMYLPIF LEUSV (&N 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 AMYLPIF LJUSV [N 408
NTDB id 1113 AAA85695.1 219..1451( ) AMYLP F LGVVEE 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 AMYLP F LGNV VIS 410
NTDB id 1252 GC085 RS07730 WP 011213805.1 AMYLPIFRLGSRAVER 406
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF GSVVES 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF GSVVES 408
NTDB id 160504 PP2015 RS02930 WP 058028857.1 AMYLPIF LGSVVS 411

NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF GSVVS 405
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