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MMELYQRGTDEWTYQRAHRVQDFEACKRAQAMEFHLSFLAPNDLEPPYEGKLVQKTIPDENTI IKDAHDKPENPEKLSGRTEARKTFMLNTLMNSLVKPDNARSCTSCQPHKQSAC
NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDL...SVLSP.FAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLTD...DESRTFNLMKPDSCCPKC 73
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ....MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGIT...PPEGKLTLSLPRSTCPHC 73
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ....MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIE...PPKETLTLSVPRSSCQQC 73
NTDB id 160314 CMT41 RS15505 WP 057182704.1 .......MQQSATLFYFTVGLFSLAIGSFLNVVIYRTPKMMEYTWYHDCREFLADEVKNIKAKNLTAMTLSKPNSSCPSC 73
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPIIDH...ERLTLNKPASSCPAC 77
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPIIDH...EKLTLSKPASSCPAC 77
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NTDB id 1111 NGFG RS09220 WP 003689814.1 RVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFIDADTQYL 153
NTDB id 1170 A1552VC RS11080 WP 000418747.1 QTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDTLLL 153
NTDB id 1403 DSB67 RS12675 WP 010643256.1 GTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFIDLDTMLL 153
NTDB id 160314 CMT41 RS15505 WP 057182704.1 GHNIRFYENIPVLSWLMLKGKCSQCANTISARYPLVEISTMLLSLIVAQHFGVTSETFFALILTWGLITLTMIDFDHMLL 153
NTDB id 1061 ABD1 RS18470 WP 001152280.1 QQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLL 157
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 HQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLL 157
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NTDB id 1111 NGFG RS09220 WP 003689814.1 PDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISALPVLIF 232
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPVIVL 233
NTDB id 1403 DSB67 RS12675 WP 010643256.1 PDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPMIIL 233
NTDB id 160314 CMT41 RS15505 WP 057182704.1 PDQITLPLLWLGLLININGTF.APLTDAVIGAAVGYMSLFSVFWIFKLFTGKEGMGFGDFKLFAVFGAWLGWQLLPLLIL 232
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIVL 236
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIVL 236
consensus !! *!!!!***!***** * * *** ***!** !** !* *****!**!!!*!!!*!!!!!*!**!!!*! !!****

logo

M
V
L
A
SSLVI

L
VGLVAVIAVFIAGLI SVIMQL IRLLKRFQLKQRNKHKQVAQGNKRDIDEGQNKMRQGHAP I

FAPFGPAYI
L
T
A
V
I
S
AGWFILV I

S
T
A
F
L
I
T
L
A
W
N
G
H
D
G
K
S
Q
V
I
I
L
M
W

D
N
R
S
K

AVNI
W
W
YFLQGTHLSTGI

L
P
W

H
L
V
R
G
Q
V
PL

NTDB id 1111 NGFG RS09220 WP 003689814.1 VSSLIGLVAAIVMR....VAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKVID...WYFTTWVGQPL 291
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQILN...WYFTSILGV.. 289
NTDB id 160314 CMT41 RS15505 WP 057182704.1 MASVVGAIVGISLILFKNHQRQQGIPFGPYLAIAGWLTLLWGDGIWS...WYLQLLH.... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LSSLLGAIIGIILLKLR..NDNQPFAFGPYIAIAGWVAFLWGDQIMK...IYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LSSLLGAIIGIILLKLR..NDNQPFAFGPYIAIAGWVAFLWGDQIMK...IYLGG...... 286
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