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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 160298 CMT41 RS03405 WP 058026357.1 ..MAGVNKVIIVGNLGKDPEVRFMPNGSAVANITVATSDSWKDKQTGEQKEKTEWHRVVIFGKLAEIAGEYLKKGSKVYL 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA...........PYEEG..............YGQSQE 127
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA...........PYDEG..............YGQSQE 127
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWN.QAPAQTN.........YNQGGYSDNY. 143
NTDB id 160298 CMT41 RS03405 WP 058026357.1 EGSLQTRKWTNQQGQEQYTTEIVLQGFNGVMQMLDGKSSQGQSGGFSNQGQQQQAPQQDGFSNQEQQAPAQQGGFANQGQ 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG...MPAQGGMN..............VPAQQGSWGQPQ. 142
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 AYQRPAQQ.........SRQPAS...........DAPSHP..QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 AYQRPAQQ.........SRQPAP...........DAPSHP..QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .....................AQ...........NNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 160298 CMT41 RS03405 WP 058026357.1 QQQAPAQQGGFANQGQQQQAPAQQGGFSNQGQQQKAPAQQGGFAKQEQQQAPKVNPQEPSIDFDDDIPF 227
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...................QPA..........KQHQPM.....QQSAPQQYSQPQYNEPPMDFDDDIPF 177
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