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NTDB id 160214 hsc RS19535 WP 013235904.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQILTDNPLLERLDDALDNSVRLLADGAVSAAPSSGVSETTGSEASSE 85
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLP.....TE 80
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NTDB id 160214 hsc RS19535 WP 013235904.1 AAPAAADG.......ESSFEYQ.DTAPEGVSGDSDWSFDDVARSGKSPDDEDARPQLEAHEITLREHLLEQIRVTARTQRDRALL 162
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLV 165
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NTDB id 160214 hsc RS19535 WP 013235904.1 ELLTDALDDSGYLEEPLEDILARLPEELGVDLEELSISLKLLQSLDPAGVGARSAGECLALQIRRLPKVPFVTRRLALKIVEDYL 247
NTDB id 1425 RS RS02020 WP 011000369.1 IFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS...PAKPLALTIVNQHL 247
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NTDB id 160214 hsc RS19535 WP 013235904.1 PLFAQRDFNKIKKALDCDDEDLREAQAVIRQCRPHPGAEFARDASDYVVPDVIVKQTKNGWQVMLNHEVMPKLRVNAMYASALKQ 332
NTDB id 1425 RS RS02020 WP 011000369.1 ELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRS 332
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VAMRPLVLRE IADTLGLHESTI SRVTTNQKYMALTPHM
NTDB id 160214 hsc RS19535 WP 013235904.1 AKGE...GSLSSQLQEAKWLIKNMRQRFDTILRVAQAIVERQRNFFSHGAVAMRPLVLREIADTLGLHESTISRVTTQKYMLTPH 414
NTDB id 1425 RS RS02020 WP 011000369.1 SRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPM 417
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NTDB id 160214 hsc RS19535 WP 013235904.1 GMFELKYFFGSHVATETGGEASSTAIRALIKQLIGAENPQTPLSDSKIADMLAEQGMVVARRTVAKYREVLKIPPVNLRKSL 496
NTDB id 1425 RS RS02020 WP 011000369.1 GTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
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