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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 159902 AN416 RS00155 WP 054929668.1 ..MASVNKVILVGNLGADPEVRYLPSGDAVANIRLATTDRYKDKQSGEFKEMTEWHRISFFGRLAEIVSEYLKKGSAVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGSGGYNEGN...............SGGGQYFGG.GQND 133
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG.APYDEGYGQSQEA....YQRPAQ.QSRQ.....PA. 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG.APYEEGYGQSQEA....YQRPAQ.QSRQ.....PA. 140
NTDB id 159902 AN416 RS00155 WP 054929668.1 EGRIRTRKYQAQDGTDRYSTEIVA....EQMQMLGGRGGAGGG.GG.DDGG.YSRGES...MERGGGGGGRMSGGGGGAG 148
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF.GG.NQGSGWNQAPAQTNYNQGGYSDNYA.....QN. 146
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PA.QGGM...NVPAQ....QGSWGQPQQ.....PA. 145
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NTDB id 113 BSU 40900 NP 391970.1 NPFGGNQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQ.....EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQ.....EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 159902 AN416 RS00155 WP 054929668.1 RVSGGGGG.........GQSRPSAPAGGGFDEMDDDIPF 178
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNA.....TRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQHQ..PM.....QQSAPQQYSQPQYNEPPMDFDDDIPF 177
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