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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQG.VGYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 159551 APZ00 RS06370 WP 058898400.1 .MVSRVTTVAFQGIEAVPVDVQVQVGPGMVAFTVVGLPDKAVAESRERVRAALHASGLALPAKRVIVNLAPADLPKEGSH 79
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEV.YGVE 157
NTDB id 159551 APZ00 RS06370 WP 058898400.1 YDLPIALGIMSAIGAIPPDMLADYVVLGELGLDGTLAPVAGVLPAAMGANGL.GKGLICPEECGPEAAWADGEMSILAPR 158
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKV.FTAN 158
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKV.FTAN 158
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK.QRHLVVPHANGDQAALVGKEQH.KSAQ 158
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV.ERCLVVPHSNGDQAALVGVERH.KSAQ 158
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS.KRELIIAKQNANEASLVSDQNT.YFAQ 158
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA.KREIIVPQQNANEVSLVSNTQT.YCAS 158
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRIPSI 237
NTDB id 159551 APZ00 RS06370 WP 058898400.1 SLIQLANHFKGTQVLSRPSPRLR.....GLPANLPDLADVKGQETAKRALEIAAAGGHNMLMVGPPGAGKSMLASRLASI 233
NTDB id 1271 LPP RS03220 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTL 234
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTL 234
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDL 234
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDL 234
NTDB id 1349 HI 1117 AAC22771.1 TLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTGL 238
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLADL 237
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKRTVLE 317
NTDB id 159551 APZ00 RS06370 WP 058898400.1 LPPLSPRELLEVSMIASLAGELAD.GKLTDRRPFRAPHHSASMAALVGGGLRARPGEVSLAHNGVLFLDELPEFQPQVLD 312
NTDB id 1271 LPP RS03220 WP 011213198.1 LPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLE 313
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLE 313
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRKVLD 313
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFERKVLD 313
NTDB id 1349 HI 1117 AAC22771.1 LPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFERKVLD 317
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERKVLD 316
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIEVQKVEF 396
NTDB id 159551 APZ00 RS06370 WP 058898400.1 SLRQPLEAGETIIARANHRVTYPSRIQLIAAMNPCRCGHAGEPGHQCRRGPRCASEYQSRVSGPFLDRLDLRIEVPAVTA 392
NTDB id 1271 LPP RS03220 WP 011213198.1 TLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQ 393
NTDB id 1248 GCO85 RS03150 WP 011213198.1 TLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQ 393
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLEIPALPK 391
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIEIPALPK 391
NTDB id 1349 HI 1117 AAC22771.1 ALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEVPLLPQ 395
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIEVPLLPQ 394
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLA..ISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAYDR 472
NTDB id 159551 APZ00 RS06370 WP 058898400.1 SDLLTP..GRAESSAAVAERVAMARDQQAARYRALGLSARTNAQMPAAVVEEVVALDPSGRQFLTDAANSLSLSARGYHR 470
NTDB id 1271 LPP RS03220 WP 011213198.1 EELIKPNTHLEKQSLAIREKVTKMHEIQMARQ......DSLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHR 467
NTDB id 1248 GCO85 RS03150 WP 011213198.1 EELIKPNTHLEKQSLAIREKVTKMHEIQMARQ......DSLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHR 467
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GTLSEG.GDRGEPTAIVKERVNQARDCMLARS......GKVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAYHR 464
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GTLANG.GDRGESTAAVRQRVWVARERMLARS......GKVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAYHR 464
NTDB id 1349 HI 1117 AAC22771.1 GSLQNT.GDRGETSAQVREKVLKVREIQMERA......GKINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAYHR 468
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GALQNNTDQRGETTEQARKRVLEARHLQFNRR......GKINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAYHR 468
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 159551 APZ00 RS06370 WP 058898400.1 VLKLARTLADLDGDPTVTRIHLAEALSYRGQDVLKQAA..... 508
NTDB id 1271 LPP RS03220 WP 011213198.1 LLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 ILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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