logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1
159543 WL1483 RS16640 WP 050666599.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1
159543 WL1483 RS16640 WP 050666599.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1
159543 WL1483 RS16640 WP 050666599.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1
159543 WL1483 RS16640 WP 050666599.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

AKIY

AT LA»%@«

FSLE sévﬁ ﬁvA¥E éB§$5D§K

v T AT
VQA E\'LIAE éﬁN&&LTé EF|Ab%. & Sk SFB
NAG PL QAF E INSIRINF SNHIZKV42I R F
IMAG PL QAF IVARIGH{¢NPEMyN E Q E

JWT

IT FTRQL TM

IT FTRQL TM
IT MTRQLATM
IT FTRQ ATM
IT F RQLATM

HTRQ @TM

TDIMRA

FTRQ ATM

Plsksk DDk sk Dok D oskok | oskoskoskok sk kok ok * | sk ok k% *

s DRt o o

ATY EK ENL EK HMKALMYPRWIV
ATY EK ENL JEK HKALMYPEWIV
ATYKEKHEN KISK IKKALgyY PpgAv
ATY EK EBRLKSKIKKA |3YPpglVI

* % *kkk Kk

ely'st AL B AT S

PRIF EWIGAELP AJRT QEyV
PAF
IZEIRES

9 &Dv b

ANMEY:NARLP LMK T\U

FIN6FGA LPAFTQEIV
FIS4FGA ' LP AYTRYAV
FISSJFGAELPAFTQI3V

ATYKEK ERLKINKIKKA NYPigAVv FIWFGAELPAF T)RUV
ANMYKEK EIRLKNKIKKA |{YPEWAVI
kkkkkk kx| *xx % Ix 11 ek D% kkkkx Ix1 | [ x|
- Vi
z%@%mw@%@mMJMMML%mNME

L JPI G LIKARTA FERTLAT FAAG P [N
PI Gl LEKARNIA FRRTLAT F AG P pALIY T )4y
GIJILJ@KAINTARF RTL EMTFAAG PLV ALJSS[JAGA
M

ILEKAEY ARF RTLATTFAAG PLVDALMS AGA

FFG G
& GDILMK §] ARF RTL TTFAAGVPLVDALMSIJAGA

MKAMIAR ERTLATTFAAGVPL DALISTAGA
MKAMIAR ERTLATTFAAGVPL DALJSTAGA
FIE L Dk Uk ik ] %k

A G IIA F XA SR SIAKFR¢ D IL
/| G AT\ F XA JSRS){ FRDJ8 DR
kokok ok kokkokkokkok  kk k| *k ok

PIFGD
PI GD
* 1 kx | *

* x|

BEE
D
D
FIQYFGAELPF TQNV H
A
E
R

NN

GEQSGNLE]

MGERS GHL

151
151
149
148
148
153
147
150
150

231
231
229
228
228
233
227
230
230

311
311
309
308
308
313
307
310
310



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1
159543 WL1483 RS16640 WP 050666599.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1
159543 WL1483 RS16640 WP 050666599.1
1198 PSJM300 03950 AFN76868.1

1059 ABD1 RS01610 WP 000279215.1
1016 ACIAD RS01680 WP 004920476.1

consensus

Ul et R

GGLV AMYLPIF LEISV
MY

GGLVEAMYLPIF L .
GGLV AMYLPIFELGSEAVIR
AMYLPIFSLGEVV R
AMYLPIF .
AMYLPIF
AMYLPIF

X non conserved
B similar
>50% conserved

410
410
408
407
406
412
405
408
408

i)

QMEBJIGEESG LDDMLRJKEVAIX
QMEBIGEESG LDDMLRJKEIAIX

QMVBIIGEESG LDDMLNKVATIYEFEVDNEVDNLGK
T

QMVEBIIGEESGIILDDMLIYK ALNYEXYE VDNV DR|L

QMVIAIGEESGAL FIMLEKVA YEJEV NAVD

QMVBIIGEESGA DDMLEKVApw ENEVD HVD
M

M~ e

00 A LA, 35

IMEP INMFJILG
IBEPLIM LG
MEP IME LG
MEPLIMEIILG
MEPLIMEILG

k1 Dk Dokokok ||k

391
391
389
388
388
393
387
390
390



