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NTDB id 159432 AR446 RS04865 WP 002799883.1 MKKAFTLLELVFVILILGILASLSFSFANQNKNDAKLLKLKIDYEMLNSALSLMRTQTELKQISSFSPNLDEAKINTQKE 80
NTDB id 1244 Cj0683 YP 002344101.1 MNKAFTLLELVFVILILGILSSLSLSFINTTKDEVKILKLKMDYEMLSSALALMRSQMRLKNL.NFPEILDNAQNNQAKE 79
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NTDB id 159432 AR446 RS04865 WP 002799883.1 KLFYCQTSQNCTYSLLHTPIYSSFNAWMKTAPNRYRFFLNTKEWVDFFYNADFAILECLSEKYCKELL 148
NTDB id 1244 Cj0683 YP 002344101.1 KLFYCL..NDCDYSLLDTPIYSDFKSWIKIGKNHYRFALNAKEMVEFIYDSKEGLLKCIGSSRCKDLI 145
consensus !!!!! *** ! !!!!*!!!!! ! !*! **!*!!! !! !! !*! ! **! !* !!*!*

X non conserved

X similar

X ≥ 50% conserved


