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NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDRE..ADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 159323 AR543 RS02785 WP 060531654.1 .MLNRVILIGRLTKDPELRYTPAGVAVTQFTLAVDRPFTSQGGERE..ADFIPVVTWRQLAETCANYLRKGRLTAVEGRI 77
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGERE..ADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIE..ADYVNCTLWRKTAENTALYCQKGSLVGVSGRI 77
consensus **!*!*!*!!!**!***!!** !*!!* ***!******* !*** *********!* !!* *****!!*!****!!*
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG......GAPYD.........EGYGQSQEAYQRPAQQSRQPAPDAPS 145
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGF.......TS............PQ 138
NTDB id 159323 AR543 RS02785 WP 060531654.1 QVRNYENNEGKRVYVTEVIADNVRFLESNRDGGG.....NS.............SGGNREEAPYGGGNSSN.......TN 132
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGS.....GSGGYNEGNSGGGQYFGGGQNDNPFGGNQN.........NQ 143
NTDB id 112 BSU 36310 NP 391512.2 QTRSYENEEGVNVYVTEVLADTVRFMDPKPREKA.....AD....................................... 113
consensus !*!*!****! ********** ***** * * ** * * * *
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NTDB id 1131 NGFG RS05740 WP 003695064.1 HPQEAPAAPRRQP...VPAAAPVEDIDDDIPF 174
NTDB id 624 LCA RS00040 WP 011373726.1 QTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 159323 AR543 RS02785 WP 060531654.1 RSSNGNSYSRDNQDPFSDDGKPIDISDDDLPF 164
NTDB id 113 BSU 40900 NP 391970.1 RRNQGNS...FNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................................ 113
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X non conserved

X similar

X ≥ 50% conserved


